
IDENTIFICATION 

Species: Musa acuminata 

Locus: GSMUA_Achr4P25480_001 

Gene Model: GSMUA_Achr4P25480_001 

Description: MacEXPA-13 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Macuminata_v1  

KEGG: https://www.genome.jp/entry/T03447   

EXTERNAL RESOURCES 

https://banana-genome-hub.southgreen.fr/ 

https://musabase.org/  

https://phytozome-next.jgi.doe.gov/info/Macuminata_v1
https://www.genome.jp/entry/T03447
https://banana-genome-hub.southgreen.fr/
https://musabase.org/


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>MacEXPA-13 

MPTPSLPPFRPKSRLLSLGQLFSLLFHSHGLALLLLPLTLLSSLAAAHQSSSSYGAAAL

TEWRSAHASYYAVFDPRDTVGGACGYGDLGKRGYGMATAGLSEALFEKGAACGGC

YEVRCVEELRYCLPGTSIVLTATNFCPPNYGLPADAGGICNTPNHHFLMPIQAFEKIAI

WKAGVMPIKYRRVKCIREDGVRFTIDGKGFFYTVLISNVAGAGDITAVKIKGSTTGW

LPMGRNWGQNWHISADLKGQALSFEVTASDGVTLTSYNVAPKDWTFGKIYVGKQFP

F* 

CDS (coding sequence) 

>MacEXPA-13 

ATGCCGACGCCGTCACTACCGCCATTTCGGCCGAAGTCCCGCCTCCTCAGCCTCG

GCCAGCTCTTCTCTCTCCTCTTCCACTCCCACGGATTGGCGCTGCTATTACTGCCC

TTGACCCTGCTCTCAAGCTTAGCCGCAGCTCACCAGAGCTCGTCGTCCTACGGTG

CCGCCGCGCTCACGGAATGGCGCTCCGCCCACGCCTCCTACTACGCCGTCTTCGA

CCCCCGCGATACCGTCGGGGGGGCGTGCGGGTACGGGGATTTGGGGAAGCGCGG

GTACGGGATGGCGACGGCAGGGCTGAGCGAGGCGCTGTTCGAAAAGGGAGCGGC

CTGCGGCGGCTGCTACGAGGTGCGGTGCGTGGAGGAGCTTCGCTACTGCCTGCCG

GGGACCTCCATCGTGCTCACTGCCACCAACTTCTGCCCCCCCAACTACGGCCTCCC

CGCGGACGCCGGCGGGATCTGCAACACTCCCAACCACCACTTCCTCATGCCCATC

CAGGCCTTTGAGAAGATCGCCATCTGGAAGGCTGGCGTCATGCCCATCAAGTACC

GCAGGGTCAAATGCATAAGGGAAGATGGTGTCCGGTTTACCATAGATGGCAAGG

GCTTCTTCTACACAGTGCTGATCAGTAATGTGGCAGGTGCTGGTGATATTACAGC

TGTGAAGATAAAGGGGTCGACGACTGGGTGGCTGCCCATGGGCCGTAACTGGGG

CCAAAATTGGCACATCAGTGCTGACCTCAAGGGTCAGGCATTATCTTTCGAGGTC

ACCGCCAGCGATGGTGTCACTCTCACCTCCTACAATGTTGCTCCCAAGGACTGGA

CATTTGGCAAGATTTATGTCGGTAAGCAATTCCCTTTCTGA 

Nucleotide 

>MacEXPA-13 

ATGCCGACGCCGTCACTACCGCCATTTCGGCCGAAGTCCCGCCTCCTCAGCCTCG

GCCAGCTCTTCTCTCTCCTCTTCCACTCCCACGGATTGGCGCTGCTATTACTGCCC

TTGACCCTGCTCTCAAGCTTAGCCGCAGCTCACCAGAGCTCGTCGTCCTACGGTG



CCGCCGCGCTCACGGAATGGCGCTCCGCCCACGCCTCCTACTACGCCGTCTTCGA

CCCCCGCGATACCGTCGGTGGGCCTCAGATCTCAGTCTCCCCGCGTCCCCTTTTCG

CTTCTTCTGTCTTTATGGATCAGTCTCATTTGTTGCGTGGCTGGCAGGGGGGGCGT

GCGGGTACGGGGATTTGGGGAAGCGCGGGTACGGGATGGCGACGGCAGGGCTGA

GCGAGGCGCTGTTCGAAAAGGGAGCGGCCTGCGGCGGCTGCTACGAGGTGCGGT

GCGTGGAGGAGCTTCGCTACTGCCTGCCGGGGACCTCCATCGTGCTCACTGCCAC

CAACTTCTGCCCCCCCAACTACGGCCTCCCCGCGGACGCCGGCGGGATCTGCAAC

ACTCCCAACCACCACTTCCTCATGCCCATCCAGGCCTTTGAGAAGATCGCCATCT

GGAAGGCTGGCGTCATGCCCATCAAGTACCGCAGGTGAGGAAATTACGCCTTCGT

ATTCACCCCTACTTCGCTTCATCATTGTCACTCTATCTACATTGATTTCTTTCTTAA

AGAATTGATTTGATTTGTGATTGGTGTAAATTATGTTCGATTGAATTGAAAATGA

ATTGGCTTCTCCAGAATGAAGTGGAATTGAACTCAGTGCTAATTAGTTCTGAAGC

TTGGAGACATCGTGAATTCTCTTTTTAACCTAGACTTGGGGATACATGGCACTGAT

TCATGACCCACCTTTCTCTGATCTGTTTATGTCATCTCATAGCTAACCGATCAAGT

TTTGAAAATACAAAAAAAAGGTGACATTTTTATTGTGAGTTTTGAAGCCATGAGA

ACTCATTGACCATGAACAAAAGTCAAATTCAGGAAAAACTTGGCAGCAAGATCC

TAGTTCATCTGTCCATTATGACAAATTTAGTGCAGAACTACACCCAATCACCAAC

CTGATTCAATGTAATTTTGATGAACCACACCTGTCACTCCTGATCTGACCTAATCT

TAGGGAGTTACACCTACCACTGGCTTCTACCTAAATATGTGTGAAGATTAAATGT

AGCCATCCTTGCTGAGATTAAGATTCACCTAGTTGATTAGAAGCAAAAAAACAAA

GACGAGGGTCTTTTGTCAAGCAAGCATAGAATGGATCCTGTATGTTTCTCCTGTA

GCAGCTCACTAATTTAGTTTCTTCTTCTTATTCCAGATGCCGGTGTTTGACATTGT

AGAAATGTGATCTGGTACTTTTTTAGGGGGTTTAAGAATCTAGCTGGTTTCCAAC

AATGTGTTGGCAAACAATTGTATTATTCCTAGTGTATCAAATTTAAAAGTTATCGT

GATGTGTGAAGAGACTAAATCGTTCATATGCATAAATGGAAATATTCCATGAATA

CAATCAGTTGTTTTGACTATAGGGCTAGTTTCAAATTTTCTTTATGAGCTGCGCTA

GTGATCAACTATATCGTAGCTTTTCTCCCTTTAGTCCATATGTTATGTATTATTATG

TTGTAGGAGGAATTAAAGCTATTCTCAGACTGCATTCATCTTCTCTGCTGACTTAT

CTTTTTGTGTTGGCTAAAATGAAGACATGACCATTTGTCTTCTTCTGGAAGCTGAG

TAGTTCAGCATCATGAACAGCTCAGCTATATGGTTAACAAATTACAGCACTGGTT

GACACAGCAAACAAATACTAGTCTTTTAGAAAATTATGAAGTTGGGAAGACATTT

AAATCAACACGGTCCTCTCTTTGCAGCAGTTTTGGCTCCCGCTTGTATATTTGAGC

ACGAAACTGCCTTGATTGTTGTCACTAATGTCCATCTGATTTGTTGGTTTTCTCAC

ACACACTCTGATGCTTTTATAAGGGAGTTTTGTTGGCCGTGAACTATGTGTGCTTA

TTTGATGCATATAATTAAATCTTACAATTTGGAACTGCACACTCAGGGTCAAATG

CATAAGGGAAGATGGTGTCCGGTTTACCATAGATGGCAAGGGCTTCTTCTACACA

GTGCTGATCAGTAATGTGGCAGGTGCTGGTGATATTACAGCTGTGAAGATAAAGG

GGTCGACGACTGGGTGGCTGCCCATGGGCCGTAACTGGGGCCAAAATTGGCACA

TCAGTGCTGACCTCAAGGGTCAGGCATTATCTTTCGAGGTCACCGCCAGCGATGG

TGTCACTCTCACCTCCTACAATGTTGCTCCCAAGGACTGGACATTTGGCAAGATTT

ATGTCGGTAAGCAATTCCCTTTCTGATATATCGAAATCTCATTAATATGGCTTAAT

ATTTTTGTACTTTTATTTGTGGATATACATATTCAAGAAACAAGATATTAATACGA

AGAAGAAATCAGATTTT 




