
IDENTIFICATION 

Species: Panicum hallii HAL 

Locus: PhHAL.7G237600 

Gene Model: PhHAL.7G237600.1.p 

Description: PhhEXPB-12 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1   
KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1
http://www.ocri-genomics.org/bolbase/login.htm


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>PhhEXPB-12 

MASPVALPIAAFAALPFLSLLASPIIPCYGSPGPMSPRNYTATSRYTTSVPAAGWSSGG

ATWYGSPYGAGSDGGACGYQGTVSRRPFSSMIAAGGPPLFKNGRGCGACYQIKCTG

NKACSGRPVTVTITDSCPGGVCLAEAAHFDMSGTAFGAMASRGMADRLRAAGVLKI

QYKRVPCNYNGMGIAFRVDAGSNPYYLAVLIQYQSGDGDLAAVDIMQPGGAWAPM

QHSWGATWRANSNTGRPLRAPFSLRLTSGAGKVLVVRNAIPAGWRAGKTYRSTVN

YAT* 

CDS (coding sequence) 

>PhhEXPB-12 

ATGGCTTCTCCGGTTGCATTACCCATTGCGGCATTCGCCGCGCTGCCATTCCTGTC

ACTCCTTGCAAGCCCCATTATTCCCTGCTACGGGAGTCCGGGGCCAATGTCTCCTC

GGAACTACACCGCCACCAGCCGGTACACCACCTCAGTGCCGGCGGCTGGGTGGTC

CTCGGGCGGCGCGACGTGGTACGGGAGCCCTTACGGCGCCGGCAGCGACGGCGG

CGCGTGCGGCTATCAAGGCACCGTCAGCCGGCGCCCGTTCTCGTCGATGATAGCC

GCCGGCGGCCCTCCCCTCTTCAAGAACGGCAGAGGCTGCGGCGCGTGCTATCAGA

TTAAGTGCACCGGCAACAAAGCCTGCTCCGGCCGGCCAGTGACCGTCACTATCAC

CGACTCCTGCCCCGGCGGGGTGTGCCTCGCCGAGGCCGCGCACTTCGACATGAGC

GGCACGGCCTTCGGCGCCATGGCCAGCCGGGGCATGGCCGACCGCCTCCGCGCC

GCTGGAGTCCTCAAGATCCAATATAAGAGGGTGCCGTGCAACTACAACGGCATG

GGGATCGCCTTCCGGGTGGACGCGGGCTCCAACCCGTACTACCTCGCCGTGCTGA

TCCAGTACCAGAGCGGCGACGGCGACCTCGCCGCGGTGGACATCATGCAGCCGG

GCGGCGCGTGGGCGCCGATGCAGCACTCGTGGGGCGCCACGTGGCGCGCCAACT

CCAACACCGGCAGGCCGCTGCGCGCGCCCTTCTCGCTCCGGCTCACCTCGGGCGC

CGGCAAGGTGCTCGTCGTCAGGAACGCCATCCCCGCCGGCTGGCGCGCCGGCAA

GACCTACCGGTCCACGGTGAACTACGCCACTTAA 

 

 

 



Nucleotide 

>PhhEXPB-12 

ATGGCTTCTCCGGTTGCATTACCCATTGCGGCATTCGCCGCGCTGCCATTCCTGTC

ACTCCTTGCAAGCCCCATTATTCCCTGCTACGGGAGTCCGGGGCCAATGTCTCCTC

GGAACTACACCGCCACCAGCCGGTACACCACCTCAGTGCCGGCGGCTGGGTGGTC

CTCGGGCGGCGCGACGTGGTACGGGAGCCCTTACGGCGCCGGCAGCGACGGTAA

GTACATGCACACCCGGACACTGATCAGTGCAGGTGAAGCGTAGGTACCAGTGAC

TGCTCCTGTAATGGCATGTCAGTTCCGTTGCAGGCGGCGCGTGCGGCTATCAAGG

CACCGTCAGCCGGCGCCCGTTCTCGTCGATGATAGCCGCCGGCGGCCCTCCCCTC

TTCAAGAACGGCAGAGGCTGCGGCGCGTGCTATCAGGTTAGTACTTACTACTACT

GAGTTTCTTTAGTGTGCATGTACATTCTTGCTCTAACACTGTCTGTACTGTCGTGC

TAATACCACGAAGATTAAGTGCACCGGCAACAAAGCCTGCTCCGGCCGGCCAGT

GACCGTCACTATCACCGACTCCTGCCCCGGCGGGGTGTGCCTCGCCGAGGCCGCG

CACTTCGACATGAGCGGCACGGCCTTCGGCGCCATGGCCAGCCGGGGCATGGCC

GACCGCCTCCGCGCCGCTGGAGTCCTCAAGATCCAATATAAGAGGTGCGACAATA

CATTGAGTTCGAACTGATAATTCCAGTGAAAATGTTAATCTACGCGCACGAGCGT

AACGCAACGGAGCTGCCTTTTCGCAGGGTGCCGTGCAACTACAACGGCATGGGG

ATCGCCTTCCGGGTGGACGCGGGCTCCAACCCGTACTACCTCGCCGTGCTGATCC

AGTACCAGAGCGGCGACGGCGACCTCGCCGCGGTGGACATCATGCAGCCGGGCG

GCGCGTGGGCGCCGATGCAGCACTCGTGGGGCGCCACGTGGCGCGCCAACTCCA

ACACCGGCAGGCCGCTGCGCGCGCCCTTCTCGCTCCGGCTCACCTCGGGCGCCGG

CAAGGTGCTCGTCGTCAGGAACGCCATCCCCGCCGGCTGGCGCGCCGGCAAGAC

CTACCGGTCCACGGTGAACTACGCCACTTAA 




