IDENTIFICATION

Species: Zostera marina

Locus: Zosmal36g00370

Gene Model: Zosmal36g00370.1
Description: ZmrEXPA-10
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Zmarina_v2_2
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Zmarina_v2_2
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Query seq.
Superfanilies PLNOOOS0O

+ Name Accession Description Interval E-value
[+] PLN00050 super family 1535 expansin A; Provisional 52-277 6.01e-131
SEQUENCES

Peptide

>ZmrEXPA-10

MNATISCLHPIYFRPSTTSFGNSELKWALLRLLFCFCFNFFNTLAHGYGHSGTGWSTA
HATFYGGGDASGTMGGACGYGNLYSEGYGTKTAALSTAMFNNGLSCGACYELKCS
GDRKWCLPSSVVVTATNFCPPNNALPNNAGGWCNPPLHHFDLSQPVFERIARYKAGI
VPVAYRRVSCRKKGGMRFTINGHPYFNLVLITNVAGAGDVHAVSVKTAATGWQSM
SRNWGQNWQSSNNLKGQTLSFKVTTSDGMTVVSKNAVPADWSFGQTYSGSQFRH*

CDS (coding sequence)
>ZmrEXPA-10

ATGAACGCAACTATCTCCTGTCTCCATCCTATTTATTTCCGTCCATCGACCACATC
CTTTGGTAACTCCGAACTCAAATGGGCTCTACTACGGCTTCTTTTCTGCTTCTGCT
TCAACTTCTTCAATACTCTTGCTCATGGTTATGGCCACAGCGGTACTGGCTGGTCC
ACGGCTCACGCCACCTTTTACGGCGGCGGCGATGCATCTGGAACAATGGGTGGGG
CTTGCGGATATGGGAACCTTTACAGTGAAGGATACGGAACCAAAACGGCTGCTCT
AAGCACTGCCATGTTTAACAATGGACTTAGCTGTGGAGCTTGTTATGAGCTCAAA
TGCTCCGGTGATCGGAAATGGTGTCTTCCATCTTCCGTTGTTGTAACGGCTACAAA
TTTCTGCCCTCCTAATAACGCTCTCCCAAACAACGCCGGTGGCTGGTGCAACCCTC
CACTTCATCACTTCGACCTCTCACAACCGGTGTTCGAACGGATTGCACGGTACAA
AGCCGGCATCGTTCCCGTCGCTTACCGCAGAGTGTCGTGCAGGAAGAAAGGAGG
AATGAGGTTCACGATAAACGGTCATCCTTACTTCAACCTCGTTCTGATAACAAAC
GTCGCCGGAGCTGGGGACGTCCATGCCGTTTCCGTCAAAACGGCCGCAACTGGTT
GGCAGTCCATGTCTCGAAACTGGGGCCAGAACTGGCAGAGTAGTAACAATCTCA
AAGGTCAAACTCTCTCCTTCAAGGTCACAACCAGTGATGGAATGACCGTAGTTTC
CAAAAACGCCGTTCCCGCTGACTGGAGCTTCGGCCAGACCTACAGTGGGAGTCAA
TTCCGTCATTGA

Nucleotide
>ZmrEXPA-10

ATGAACGCAACTATCTCCTGTCTCCATCCTATTTATTTCCGTCCATCGACCACATC
CTTTGGTAACTCCGAACTCAAATGGGCTCTACTACGGCTTCTTTTCTGCTTCTGCT
TCAACTTCTTCAATACTCTTGCTCATGGTTATGGCCACAGCGGTACTGGCTGGTCC
ACGGCTCACGCCACCTTTTACGGCGGCGGCGATGCATCTGGAACAATGGGTAAGT



GTGCATTTGGAAAAACAGTAATTAATGGCTGGGTTATGAAGGTCACTCAGGTCTG
[TTTTTTTCTTTCTTTCTCCTCTCTAGGTGGGGCTTGCGGATATGGGAACCTTTACA
GTGAAGGATACGGAACCAAAACGGCTGCTCTAAGCACTGCCATGTTTAACAATG
GACTTAGCTGTGGAGCTTGTTATGAGCTCAAATGCTCCGGTGATCGGAAATGGTG
TCTTCCATCTTCCGTTGTTGTAACGGCTACAAATTTCTGCCCTCCTAATAACGCTC
TCCCAAACAACGCCGGTGGCTGGTGCAACCCTCCACTTCATCACTTCGACCTCTC
ACAACCGGTGTTCGAACGGATTGCACGGTACAAAGCCGGCATCGTTCCCGTCGCT
TACCGCAGGTATTCATTCATATTCCCGTTTTCGATTGTTGTGTTTATCTATCTATCT
ATATATATACACACCTCAATACCTCATATTTGGTAGCTTGTGATGCAGAGTGTCGT
GCAGGAAGAAAGGAGGAATGAGGTTCACGATAAACGGTCATCCTTACTTCAACC
TCGTTCTGATAACAAACGTCGCCGGAGCTGGGGACGTCCATGCCGTTTCCGTCAA
AACGGCCGCAACTGGTTGGCAGTCCATGTCTCGAAACTGGGGCCAGAACTGGCA
GAGTAGTAACAATCTCAAAGGTCAAACTCTCTCCTTCAAGGTCACAACCAGTGAT
GGAATGACCGTAGTTTCCAAAAACGCCGTTCCCGCTGACTGGAGCTTCGGCCAGA
CCTACAGTGGGAGTCAATTCCGTCATTGATGTTGACACATACACTAGCTTCTTTTT
ACTTGTTGTTGTAGTAATTAAACCGGCAGAGGTGGAACGCTACTTACTCTTTCCCC
ACCCGCCGGCGGCCGGCAGAGATGGAACGATATTTTGTTGTTGATGCCGCCGACT
GCAGGCAGTACCACCACTCTTTCGTATTATTATTATGGAAATC






