IDENTIFICATION

Species: Panicum hallii HAL

Locus: PhHAL.9G404200

Gene Model: PhHAL.9G404200.1.p
Description: PhhEXPB-21

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/PhalliiHAL _v2_1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1
http://www.ocri-genomics.org/bolbase/login.htm
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specific hits B a3

P Pollen_allerg_1
Superfanilies DPBB_R1pA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits i
+| Name Accession Description Interval E-value
[+ DPBB_EXPB_N 12227 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 45-169 7.31e-81
[+] Pollen_allerg_1 pfam01357 Pollen allergen: This family contains allergens lol P, Pll and Pill from Lolium perenne. 177-253 5.35e-26

>PhhEXPB-21

MMAAQAAAALVAGLLAVLVVAHGVRAQPANDTSSAVRQLLGSGGGWLPAKATW
YGAPNGAGPDDNGGACGFKGTNQYPFMSMTSCGNEPLFQDGQGCGACYEIKCTSKD
NPACSGQPKRVMITDMNYYPVAKYHFDLSGTAFGALAMPGLNDRLRHAGIINIQFRR
VPCDNRGLTVNFHVEQGSNPVYLAVLVQYANKAGTVLQMDLLESGSSYWTPMRRS
WGSVWRLDSNHPLRAPFSMRIRGESGQTLVANNVIPANWRPNTDYRSYVQFS*

CDS (coding sequence)
>PhhEXPB-21

ATGATGGCCGCCCAGGCAGCTGCTGCACTCGTTGCTGGGCTCCTCGCCGTGCTTG
TCGTCGCGCATGGCGTTCGAGCACAGCCGGCGAACGACACCTCCTCCGCCGTCCG
CCAACTCCTCGGCTCCGGCGGCGGCTGGCTCCCGGCCAAGGCCACCTGGTACGGC
GCGCCCAACGGAGCCGGCCCCGACGACAACGGTGGCGCTTGTGGGTTCAAGGGC
ACCAACCAGTACCCCTTCATGTCCATGACGTCGTGCGGCAACGAGCCCCTGTTCC
AGGACGGCCAGGGCTGCGGTGCATGCTACGAGATAAAGTGCACCAGTAAGGACA
ACCCCGCCTGCTCCGGCCAGCCCAAGAGGGTGATGATCACGGACATGAACTACTA
CCCGGTGGCCAAGTACCACTTCGACCTCAGCGGCACGGCCTTCGGCGCCCTTGCA
ATGCCGGGCCTCAACGACAGGCTGCGCCATGCGGGCATCATCAACATCCAGTTCA
GGAGGGTACCCTGCGACAACCGGGGGCTCACCGTCAACTTCCACGTGGAGCAGG
GCTCCAACCCCGTCTACCTAGCGGTGCTGGTCCAGTACGCAAACAAGGCGGGAAC
CGTCCTGCAGATGGACCTCCTCGAGTCCGGCTCGAGCTACTGGACACCGATGCGG
CGCTCTTGGGGCTCCGTCTGGCGGCTGGACTCCAACCACCCGTTGCGGGLCGLCCT
TCTCGATGCGCATCCGTGGCGAATCTGGCCAGACGTTGGTGGCCAACAACGTCAT
CCCGGCAAACTGGAGACCCAACACCGACTACCGCTCCTACGTCCAGTTTAGCTAA

Nucleotide
>PhhEXPB-21

AACTGCTGAAGCTCCTCTGCCTTCGCTTAGCTGCTTGCCCGCCTATAAGAACACCG
GCAGTCTCGTCCCTTCCCATCACCAAACAGGCAGAACACGCAGCACATCCTGACA
TCCAACAAGTACATACCAGCAGCTTAGTAGAAGCTGAGATCGATATATATGATGG



CCGCCCAGGCAGCTGCTGCACTCGTTGCTGGGCTCCTCGCCGTGCTTGTCGTCGCG
CATGGCGTTCGAGCACAGCCGGCGAACGACACCTCCTCCGCCGTCCGCCAACTCC
TCGGCTCCGGCGGCGGCTGGCTCCCGGCCAAGGCCACCTGGTACGGCGCGCCCAA
CGGAGCCGGCCCCGACGACAACGGTATGTACACGCGTTGCTGTTGCTGTCGTGTC
GTGTTTACAAGCTGGTTTCGCATGCATGCCATCCGAGCAATGCCGTGGCTGACAT
TGTGTTGTGCGTCCGGTTCTGCTTCTGCAGGTGGCGCTTGTGGGTTCAAGGGCACC
AACCAGTACCCCTTCATGTCCATGACGTCGTGCGGCAACGAGCCCCTGTTCCAGG
ACGGCCAGGGCTGCGGTGCATGCTACGAGGTAACCACGTTAAATTACCCGTCCAC
TTGTCCGGAGCATTTAATTCTGATCATTCAAATGTACTACTATACTGCCAACCACC
AGATTTGTAGTATATCTTTTCCTCGAAGTTGACAATCTTGCATCGTTCAGTACGAG
TCCTTGAACTCATGAGGTCAACCTCAACATGCATAACGCATCTTTTCACGTTCTGC
TTAAACTTCAGATAAAGTGCACCAGTAAGGACAACCCCGCCTGCTCCGGCCAGCC
CAAGAGGGTGATGATCACGGACATGAACTACTACCCGGTGGCCAAGTACCACTTC
GACCTCAGCGGCACGGCCTTCGGCGCCCTTGCAATGCCGGGCCTCAACGACAGGC
TGCGCCATGCGGGCATCATCAACATCCAGTTCAGGAGGGTACCCTGCGACAACCG
GGGGCTCACCGTCAACTTCCACGTGGAGCAGGGCTCCAACCCCGTCTACCTAGCG
GTGCTGGTCCAGTACGCAAACAAGGCGGGAACCGTCCTGCAGATGGACCTCCTCG
AGTCCGGCTCGAGCTACTGGACACCGATGCGGCGCTCTTGGGGCTCCGTCTGGCG
GCTGGACTCCAACCACCCGTTGCGGGCGCCCTTCTCGATGCGCATCCGTGGCGAA
TCTGGCCAGACGTTGGTGGCCAACAACGTCATCCCGGCAAACTGGAGACCCAAC
ACCGACTACCGCTCCTACGTCCAGTTTAGCTAAGCGACCGATCACTTCGTAAACA
TATCCACGGTTCGGTTGTTGATTTATTTGGTGTCGTGTGATTGCAAATTCTTTTTGC
AATGGGTTTGACGATTTTCAGTGACATGTTGTCTTTTGTGCGTGTGCACTTGGGTC
GCGTGTGAAATGGAGGAGGCAAAGTGTTTTATTCATGTATGCTCTCCCGCCCACC
GACGAAATTGTGTACTACAAGTAGCATGTGCTTGATGAATAGAGTGATACAATGT
GTAACCATTTTGCGGGGTATACCTCGTCAAGGGATTATTATTAACTACTTTGTCAA
TCACATATTTCTGATTTTTCTAGTCGATGCGGATTCAGGCCAAAACACCTGCAATG
TATGAGTTTGTTAGAACACTTAAAAATCCATTGCATTGTTTCGTATTAGTAGATGT
ACTATGACCCATGCCAGTTAGTGGTAGTGGGATGTCTAGTCACATGTTTGGTTTG
AGGACTTGCCTCATGTCCTTATGTATCTTTGTTATTTTT





