IDENTIFICATION

Species: Ricinus communis
Locus: 29950.m001164

Gene Model: 29950.m001164
Description: RCEXPA-10
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Rcommunis_v0_1
KEGG: https://www.genome.jp/entry/T01087

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Rcommunis_v0_1
https://www.genome.jp/entry/T01087

GENE STRUCTURE
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Query seq,

Superfanilies PLNOOOS0

1 Name Accession Deseription Interval E-value
[+] PLN00O50 super family 31535 expansin A; Provisional 1-247 491e-146
SEQUENCES
Peptide
>RcEXPA-10

MGFVGIYLLVFLAISKRIQGYGSGWSRAHATFYGGGDASGTMGGACGYGNLYSQGY
GTSTAALSTALFNNGLTCGACFEIKCVNDARWCLPGSIIVTATNFCPPNNVLPSNAGG
WCNPPLKHFDLSRPVFQHIANFKAGIVPVQYRRVACRKTGGIRFTINGHSYFNLVLVT
NVGGAGDVVSISIKGSRTGWQPMSRNWGQNWQSNSYLNGQALSFKVTTSDGHTVIS
NNVAPPNWSFGQTFTGRQF

CDS (coding sequence)
>RcEXPA-10

ATGGGTTTTGTTGGAATTTATCTACTTGTTTTTCTAGCCATTTCCAAAAGAATTCA
AGGTTATGGAAGTGGATGGTCTAGAGCTCATGCTACCTTCTACGGAGGAGGTGAT
GCTTCTGGTACAATGGGGGGAGCTTGTGGCTATGGAAACCTTTACAGCCAAGGAT
ATGGAACAAGCACAGCTGCTTTGAGTACTGCTCTATTCAACAATGGACTAACCTG
TGGAGCATGTTTCGAAATCAAGTGTGTAAATGATGCCAGGTGGTGCTTACCAGGT
TCCATCATTGTCACTGCAACAAACTTTTGCCCTCCAAATAATGTTCTTCCAAGTAA
TGCAGGAGGCTGGTGCAATCCTCCTTTAAAACACTTTGATCTTTCTCGACCTGTTT
TTCAACACATAGCTAATTTCAAGGCAGGAATAGTCCCTGTTCAGTACAGAAGGGT
GGCTTGTAGGAAAACTGGGGGGATAAGGTTCACTATAAATGGTCATTCATACTTC
AATCTTGTCCTTGTAACAAATGTTGGTGGTGCTGGTGATGTTGTATCTATCTCCAT
CAAAGGATCTAGAACTGGTTGGCAGCCAATGTCTCGCAACTGGGGCCAAAATTG
GCAAAGCAACTCTTATCTAAATGGTCAAGCACTCTCTTTTAAGGTCACAACAAGT
GATGGACACACTGTCATCTCCAACAATGTTGCTCCCCCTAACTGGTCGTTTGGCCA
AACCTTCACTGGCAGACAGTTTTAG

Nucleotide
>RcEXPA-10

ATGGGTTTTGTTGGAATTTATCTACTTGTTTTTCTAGCCATTTCCAAAAGAATTCA
AGGTTATGGAAGTGGATGGTCTAGAGCTCATGCTACCTTCTACGGAGGAGGTGAT
GCTTCTGGTACAATGGGTAAGAATCAAATCTAATCAGAACCTGTCATTAAGCATT
TCCTAATATAGTAGTTCCTGGCTTAAGTAATTATTGGTTTGCTGTAGGGGGAGCTT
GTGGCTATGGAAACCTTTACAGCCAAGGATATGGAACAAGCACAGCTGCTTTGAG
TACTGCTCTATTCAACAATGGACTAACCTGTGGAGCATGTTTCGAAATCAAGTGT
GTAAATGATGCCAGGTGGTGCTTACCAGGTTCCATCATTGTCACTGCAACAAACT
TTTGCCCTCCAAATAATGTTCTTCCAAGTAATGCAGGAGGCTGGTGCAATCCTCCT



TTAAAACACTTTGATCTTTCTCGACCTGTTTTTCAACACATAGCTAATTTCAAGGC
AGGAATAGTCCCTGTTCAGTACAGAAGGTAAGATACTACAATCTTCATGAGAAAT
AATAATAATAATTATTTTAATACGGTCTCAGAGCCTCTCTGATCAAGCAATTGAC
GAGATTGTTAGGTTTGAACTCTGCCAGTAATGACAGGCACTCAACCACTGGGCTT
GTGGCTCAATGGCAAACAATACAGGCCATTAAATTATATAACTTGTTTGTAACTT
TAAAAGCTTCAACAGCCAAATAAAAGTCTAAAAATATGTCTGTTATGCTTGCAGG
GTGGCTTGTAGGAAAACTGGGGGGATAAGGTTCACTATAAATGGTCATTCATACT
TCAATCTTGTCCTTGTAACAAATGTTGGTGGTGCTGGTGATGTTGTATCTATCTCC
ATCAAAGGATCTAGAACTGGTTGGCAGCCAATGTCTCGCAACTGGGGCCAAAATT
GGCAAAGCAACTCTTATCTAAATGGTCAAGCACTCTCTTTTAAGGTCACAACAAG

TGATGGACACACTGTCATCTCCAACAATGTTGCTCCCCCTAACTGGTCGTTTGGCC
AAACCTTCACTGGCAGACAGTTTTAG



