IDENTIFICATION

Species: Miscanthus sinensis
Locus: Misin04G118700

Gene Model: Misin04G118700.1.p
Description: McsEXPB-36
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
KEGG:-

EXTERNAL RESOURCES
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213
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Query seq,
specific hits Pollen_allerg_1
Superfanilies GFBB_RIpAERF_N-1iFe superfamily i Pollen_allerg_1 superfamily

List of domain hits i
Name Accession Description Interval E-value
[+] DPBB_RIpA_EXP_N-like super family cl41724 double-psi beta-barrel fold of RIpA, N-terminal domain of expansins, and similar domains; The 92-218 3.40e-56
[+] Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol P1, Pll and PIll from Lolium perenne. 226-301 1.25e-27

>McsEXPB-36

MAAKLCTLLLATVVVLSLLVSPIACSSRKLSKPKPKTKPISHRQAPAARAVHKLAAAP
AVKGSHKPATAAKSHTNHTATPSSPSTVYGSGGWLSGAGATYYGAPNGDGGEGGA
CGYQTAVGKQPFDSMIAAGSAPLYRGGEGCGACYEVKCTSNAACSGKPVTVVITDL
SPGGLFPGEVAHFDMSGTAMGAMAKAGPGMADKVRAGGVVRIQYRRVPCKYPGV
NVAFKVDQGANPFYFNVLIEFEDDDGDLSAVDLMEAGSSAWTPMAHNWGATWRLN
NGRRLRAPFGLRLTSDSGRVLVASNAIPAAWTPGKTYRSLVNYP*

CDS (coding sequence)
>McsEXPB-36

ATGGCGGCGAAGCTATGCACATTACTGCTGGCTACAGTAGTCGTGCTCTCACTTC
TAGTGAGCCCCATTGCTTGCAGCAGCCGCAAGCTCAGCAAGCCCAAGCCCAAGA
CAAAGCCGATCAGCCACAGGCAGGCGCCTGCAGCCAGAGCCGTCCACAAGCTGG
CGGCGGCGCCTGCTGTCAAAGGTAGCCACAAGCCGGCCACTGCAGCCAAGTCCC
ACACCAACCACACCGCTACCCCTTCGTCGCCCTCCACCGTCTATGGCTCCGGCGG
CTGGCTGTCCGGCGCCGGTGCCACGTACTACGGCGCCCCTAACGGCGACGGLGGT
GAAGGCGGCGCGTGCGGGTACCAGACTGCCGTCGGGAAGCAGCCGTTCGACTCG
ATGATCGCCGCCGGGAGCGCGCCGCTGTACAGGGGAGGTGAGGGCTGCGGLGLC
TGCTACGAGGTGAAATGCACGAGCAACGCGGCCTGCTCGGGCAAGCCGGTGACC
GTCGTCATCACCGACCTGTCCCCGGGCGGGCTGTTCCCCGGCGAGGTCGCCCACT
TCGACATGAGCGGCACGGCCATGGGCGCCATGGCGAAGGCCGGGCCCGGCATGG
CCGACAAGGTCCGCGCCGGCGGCGTCGTGAGGATCCAGTACAGGAGGGTGLCCGT
GCAAGTACCCCGGCGTGAACGTCGCGTTCAAGGTGGACCAGGGCGCCAACCCGT
TCTACTTCAACGTGCTCATCGAGTTCGAGGACGACGACGGCGACCTCAGCGLCCGT
CGACCTGATGGAGGCCGGCAGCAGCGCGTGGACGCCCATGGCGCACAACTGGGG
CGCCACGTGGCGACTCAACAACGGCAGGAGGCTCAGGGCGCCGTTCGGGLTCCG
GCTCACCTCCGACTCCGGCAGGGTGCTCGTCGCCAGCAACGCCATCCCGGCAGCG
TGGACGCCCGGCAAGACGTACCGTTCCTTGGTCAACTACCCCTGA



Nucleotide
>McsEXPB-36

AGCTCAGCAGATCTCTTATCTAGCTAGCTCAGCAGAACAATGGCGGCGAAGCTAT
GCACATTACTGCTGGCTACAGTAGTCGTGCTCTCACTTCTAGTGAGCCCCATTGCT
TGCAGCAGCCGCAAGCTCAGCAAGCCCAAGCCCAAGACAAAGCCGATCAGCCAC
AGGCAGGCGCCTGCAGCCAGAGCCGTCCACAAGCTGGCGGCGGLCGLCTGLTGTC
AAAGGTAGCCACAAGCCGGCCACTGCAGCCAAGTCCCACACCAACCACACCGCT
ACCCCTTCGTCGCCCTCCACCGTCTATGGCTCCGGCGGCTGGCTGTCCGGCGCCG
GTGCCACGTACTACGGCGCCCCTAACGGCGACGGCGGTGAAGGTTAGTGACATG
CCCTCATGTCGATGCCAAATTACTTAATTATGTAACGTGCATTGGATTGATGTCGT
TGAAATCAATTAATTGTGAATACTTACAGGCGGCGCGTGCGGGTACCAGACTGCC
GTCGGGAAGCAGCCGTTCGACTCGATGATCGCCGCCGGGAGCGCGCCGCTGTAC
AGGGGAGGTGAGGGCTGCGGCGCCTGCTACGAGGTGAAATGCACGAGCAACGCG
GCCTGCTCGGGCAAGCCGGTGACCGTCGTCATCACCGACCTGTCCCCGGGLGGGL
TGTTCCCCGGCGAGGTCGCCCACTTCGACATGAGCGGCACGGCCATGGGCGCCAT
GGCGAAGGCCGGGCCCGGCATGGCCGACAAGGTCCGCGCCGGCGGCGTCGTGAG
GATCCAGTACAGGAGGGTGCCGTGCAAGTACCCCGGCGTGAACGTCGCGTTCAA
GGTGGACCAGGGCGCCAACCCGTTCTACTTCAACGTGCTCATCGAGTTCGAGGAC
GACGACGGCGACCTCAGCGCCGTCGACCTGATGGAGGCCGGCAGCAGCGCGTGG
ACGCCCATGGCGCACAACTGGGGCGCCACGTGGCGACTCAACAACGGCAGGAGG
CTCAGGGCGCCGTTCGGGCTCCGGCTCACCTCCGACTCCGGCAGGGTGCTCGTCG
CCAGCAACGCCATCCCGGCAGCGTGGACGCCCGGCAAGACGTACCGTTCCTTGGT
CAACTACCCCTGAGGCCATGAATTGCTGCTGCCAAGCAATGGAGCAGTGCATAAT
TAAGGCGGGAAATGTGCGTCCGGGTTTCGCGGGAGGCCGTGTGTCAGAAGAGGA
GGAGTTGAAGAAGGGAATGGAGTTCTTCCCTCCCTCCACACGGTCTCTGCATCCC
CCTAGTGATGTGTGAATGCTGGTGCTGTAACTGAAATTTTATTCCTTCCTTGTTGG
TCTCTGTTGTGCTGTTGTGGTTGTGGAAAGCAAAGAGCCAAAGAGAGAAGTTAGA
GCTGCGCGACTAATGTTGCGCGCCAATGCATCAAGTTAAGTTTTGAATTTGTATA
C






