IDENTIFICATION

Species: Setaria viridis

Locus: Sevir.7G203000

Gene Model: Sevir.7G203000.1.p
Description: SVEXPB-11
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sviridis_v2_1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Sviridis_v2_1
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Specific hits N
Superfanilies PLNO3OZ3
DPBB_RIpA_EXP_N-like superfamily

List of domain hits i
=+ Name Accession Description Interval E-value
[+ DPBB_EXPB_N €d22275 N-terminal double-psi beta-barre! fold domain of the beta-expansin subfamily; Beta-expansins 37-160 2.82e-77
[+] PLN03023 super family cl33621 Expansin-like B1; Provisional 5-263 8.80e-41

MASKSQLLLFIAVAAIASLLHPCESIEFHRKLSSWSSDGGATWYGAATGAGSDGGAC

GYQGAVDQAPFSSMIAAGNPSIYKSGKGCGSCYQVKCTGNDACSGNPVTVVITDECP
GGGACSNEPVHFDMSGTAFGAMAKPGQAEKLRAAGVLQIQYSRVQCSWPGVQLTF

VVDAGSNPNYFAVLIKYLNGDGDLSAVDLMQTGAGAAWTPMQQSWGAVWKYNA

GSALQAPLSIRLTSSSGKQLVASNVIPVGWKPGAAYQSAVNY*

CDS (coding sequence)
>SVEXPB-11

ATGGCTTCCAAGTCCCAGCTTCTGCTCTTCATTGCGGTTGCAGCGATCGCCTCGCT
CCTCCATCCTTGCGAATCCATCGAGTTCCATCGGAAGCTCTCCAGCTGGTCCAGC
GACGGCGGCGCGACGTGGTACGGCGCCGCTACTGGGGCTGGAAGCGATGGCGGG
GCTTGTGGCTACCAGGGTGCCGTCGACCAGGCGCCGTTCTCGTCCATGATCGCCG
CCGGCAACCCTTCCATCTACAAATCCGGCAAGGGCTGCGGCTCTTGCTACCAGGT
GAAATGCACCGGTAATGACGCTTGCTCCGGCAACCCAGTTACCGTCGTCATCACC
GACGAATGCCCCGGCGGCGGCGCGTGCTCGAACGAGCCGGTCCACTTCGACATG
AGCGGGACGGCGTTTGGCGCCATGGCGAAGCCCGGCCAAGCCGAGAAGCTGLGC
GCCGCCGGTGTCCTCCAAATCCAGTACTCCCGCGTGCAGTGCAGCTGGCCCGGAG
TACAGCTAACCTTCGTCGTGGACGCCGGCTCGAACCCGAACTACTTCGCCGTGCT
CATCAAGTACCTGAACGGCGACGGCGACCTCTCGGCCGTCGACCTCATGCAGACC
GGGGCCGGGGCGGCGTGGACGCCCATGCAGCAGTCGTGGGGCGCCGTCTGGAAG
TACAACGCCGGATCGGCACTGCAGGCGCCCTTGTCGATCCGCCTCACGTCCAGCT
CCGGCAAGCAGCTCGTCGCCAGCAACGTCATCCCCGTCGGCTGGAAGCCGGGLG
CCGCCTACCAGTCGGCGGTTAACTACTGA

Nucleotide
>SvVEXPB-11

GCTTCTCATCTACTTGCCTCCTCTCCTAGCTACTACACAAATCCTTGTGCAAGTGA
AACCAGGAGATCAGCAGCCAGAGACAGGGAAGAAACAGCTAGCTATGGCTTCCA
AGTCCCAGCTTCTGCTCTTCATTGCGGTTGCAGCGATCGCCTCGCTCCTCCATCCT



TGCGAATCCATCGAGTTCCATCGGAAGCTCTCCAGCTGGTCCAGCGACGGCGGCG
CGACGTGGTACGGCGCCGCTACTGGGGCTGGAAGCGATGGTATGTTCTGTTCTGT
GTCACAGTACTATATTCTGCCTAAACTATTGGCTCATTTCTCAACGACATGCTGAA
TACACGTAGGCGGGGCTTGTGGCTACCAGGGTGCCGTCGACCAGGCGCCGTTCTC
GTCCATGATCGCCGCCGGCAACCCTTCCATCTACAAATCCGGCAAGGGCTGCGGC
TCTTGCTACCAGGTGCGTACATATATGTTGTAAAGTTTGCTGGATGGGGTACCAT
GCACAATGCACCAGCAACTATATGCGTGTTGCCATCTAATTAACGTGATAGGAAA
TGTTCAACGTTGGCTCAGGTGAAATGCACCGGTAATGACGCTTGCTCCGGCAACC
CAGTTACCGTCGTCATCACCGACGAATGCCCCGGCGGCGGCGCGTGCTCGAACGA
GCCGGTCCACTTCGACATGAGCGGGACGGCGTTTGGCGCCATGGCGAAGCCCGG
CCAAGCCGAGAAGCTGCGCGCCGCCGGTGTCCTCCAAATCCAGTACTCCCGGTAA
GCATCCATGCACGCTAACGCAACTACACATCCACGTACGTGGTATCACACACAGA
GCCACGTAACGAACTGTCTTTTAATTTCTTACAACGATGCGCGTGATGTTGTGTAC
AGCGTGCAGTGCAGCTGGCCCGGAGTACAGCTAACCTTCGTCGTGGACGCCGGCT
CGAACCCGAACTACTTCGCCGTGCTCATCAAGTACCTGAACGGCGACGGCGACCT
CTCGGCCGTCGACCTCATGCAGACCGGGGCCGGGGCGGCGTGGACGCCCATGCA
GCAGTCGTGGGGCGCCGTCTGGAAGTACAACGCCGGATCGGCACTGCAGGCGCC
CTTGTCGATCCGCCTCACGTCCAGCTCCGGCAAGCAGCTCGTCGCCAGCAACGTC
ATCCCCGTCGGCTGGAAGCCGGGCGCCGCCTACCAGTCGGCGGTTAACTACTGA





