
IDENTIFICATION 

Species: Sphagnum fallax 

Locus: Sphfalx0045s0004 

Gene Model: Sphfalx0045s0004.1.p 

Description: SfEXPA-17 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Sfallax_v0_5  

KEGG:- 

EXTERNAL RESOURCES 

- 

 

https://phytozome-next.jgi.doe.gov/info/Sfallax_v0_5


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

  

SEQUENCES 

Peptide 

>SfEXPA-17 

MARLIAFRTAAVWALVTVALLQAASAQLDTGAWQQAHATFYGGSDASGTMGGAC

GYGDLYSQGYDTNTAALSTVLFNNGVSCGACFEIQCYGSKWCTGSNSVVVTATNFC

PPNPAQANNNGGWCNVPLPHFDMAMPAFLQFAQYVGGIVPVNYRRVPCVKTGGIRF

TINGNPWFDLVLVTNVGGAGDVTALSIKGGTGPWIQMTRNWGQNWQAGANLVGQS

LSFLVTTSDGRQVASTNVAPSNWYFGETFEGSQF* 

CDS (coding sequence) 

>SfEXPA-17 

ATGGCGAGGTTGATCGCATTCAGGACAGCAGCGGTTTGGGCGCTTGTAACAGTAG

CCTTGTTGCAAGCCGCCAGTGCGCAATTGGACACAGGCGCCTGGCAGCAAGCGC

ACGCTACATTCTATGGCGGCAGTGATGCCTCGGGGACGATGGGTGGTGCGTGTGG

ATACGGGGATCTGTATAGTCAAGGATATGACACCAACACAGCGGCCTTGAGCAC

GGTCCTTTTCAACAATGGAGTGTCGTGCGGAGCCTGCTTCGAGATCCAATGCTAC

GGGAGCAAGTGGTGCACTGGGAGTAACTCAGTTGTAGTGACTGCTACAAACTTCT

GTCCACCTAACCCTGCGCAAGCCAACAACAACGGAGGATGGTGCAATGTCCCCTT

ACCCCACTTCGACATGGCCATGCCTGCGTTCCTCCAGTTTGCGCAGTACGTCGGC

GGCATTGTTCCTGTCAACTATAGAAGGGTTCCATGCGTCAAGACTGGAGGGATTC

GTTTCACCATCAACGGAAACCCCTGGTTCGATCTGGTATTGGTGACCAACGTGGG

TGGCGCTGGAGACGTGACCGCGCTGTCGATCAAGGGTGGTACAGGTCCGTGGATT

CAAATGACCCGTAATTGGGGACAGAACTGGCAAGCGGGCGCTAACTTGGTAGGA

CAGAGCTTGTCCTTCCTCGTCACCACAAGCGATGGTAGACAAGTCGCATCCACAA

ACGTCGCCCCGTCCAACTGGTATTTCGGTGAAACATTCGAAGGCTCTCAGTTCTG

A 

Nucleotide 

>SfEXPA-17 

GGCCGTCGCAATTTCGAGACAACTGCAGGGAAGACGACGACGTTCTTATTAGCTG

CTGTGCGCATTGATCACTCTCTGGCAGGCAAGTTCTAACTGTTAGCTGTTGTTCGA

GGGCCGCATTGACGTACTAGAATGCTCTTGTTACGTCTAGCGGTCGCGTTTGAGA

AGAGATGGATCATCGGTTTTAGAGCACCGCCTCAATTACTAGTCGTCTTTTGGTTG



AATACGGGATCATGAATGTTTCGAGGTTCTCGTTATGCAGGAAATGGCGAGGTTG

ATCGCATTCAGGACAGCAGCGGTTTGGGCGCTTGTAACAGTAGCCTTGTTGCAAG

CCGCCAGTGCGCAATTGGACACAGGCGCCTGGCAGCAAGCGCACGCTACATTCTA

TGGCGGCAGTGATGCCTCGGGGACGATGGGTATGCTCTTCGGTTACATGCAGACC

TTTTGTTTTCGGTCCAAGTTCACAGTCAATCCTTGGTCAGACCGTGCTGCGTGAAT

TTCGAATGGATTGATCATCTGCTCAATCAGTGATGCGTTTGAATCCCGATCTGTCA

CGCTTGCTGGCACACTAGCATCGTCGTTGTCCTGGACACGAGTCTATGCTCGACTT

TATACACTGATTTGATGATCTTATCTTTCTGCAATGTCTAGGTGGTGCGTGTGGAT

ACGGGGATCTGTATAGTCAAGGATATGACACCAACACAGCGGCCTTGAGCACGG

TCCTTTTCAACAATGGAGTGTCGTGCGGAGCCTGCTTCGAGATCCAATGCTACGG

GAGCAAGTGGTGCACTGGGAGTAACTCAGTTGTAGTGACTGCTACAAACTTCTGT

CCACCTAACCCTGCGCAAGCCAACAACAACGGAGGATGGTGCAATGTCCCCTTAC

CCCACTTCGACATGGCCATGCCTGCGTTCCTCCAGTTTGCGCAGTACGTCGGCGG

CATTGTTCCTGTCAACTATAGAAGGTATGACGCTCAGCGGTTCTTGGCACACTACT

GTCCGACGTCTTTGATCTTGTTGTAGCAGCCAAGTGGCCGAATTATAGAATGGCC

ATGTGGGATCTCACCAGGGGGTCGTCGAAGTCCTTGTGTTGTAATTTTTTGCTTAG

CAAGCATTTTGTGGTCATTCCCACGAATCATCAAAGTGCTAAAAGAGAGAAAATT

ATCTACAGTCATTCCGTCACTAGTGATTTGACAGCATTTCCTATGAAGATGTGTTG

AGAACCTGGCATGCTCGCATTAGCATCAGCAAGAACAATTGAGATGGTAAAGAA

GAAAAACCTAGAGTACTGAACCACCAAGATACCTTAATAATTACTAGCTTGGTGT

TGATTCACTCCGCATACATTTGGTACGTGTTTGGTGTGGAGACCACCGGAAACTC

AGATTATGAGATGTGACCTTGTACAGGGTTCCATGCGTCAAGACTGGAGGGATTC

GTTTCACCATCAACGGAAACCCCTGGTTCGATCTGGTATTGGTGACCAACGTGGG

TGGCGCTGGAGACGTGACCGCGCTGTCGATCAAGGGTGGTACAGGTCCGTGGATT

CAAATGACCCGTAATTGGGGACAGAACTGGCAAGCGGGCGCTAACTTGGTAGGA

CAGAGCTTGTCCTTCCTCGTCACCACAAGCGATGGTAGACAAGTCGCATCCACAA

ACGTCGCCCCGTCCAACTGGTATTTCGGTGAAACATTCGAAGGCTCTCAGTTCTG

ATCACTGCAGCAACGGCTGCTGATCATCGATCAGCTCATGCATGGTTCAACCGCT

CGCGATTAATTCATGGAATCTTACCAAGATCGTCACACCTACTACATGTTCCGCAT

GCTGAAACAACAGATTTAGCTGCAACCTAGAAAATAATTTCTGCATATTCCACCA

GCTGCTGCTAGGTCCTAGTTATTCCACGACCCCAACTAATTAAATTCCTCGTAGAA

TCTAAGAAATCAACCCAATAGAACCGAATCTCACGCGATCGATGATCATCGGGCA

TCCATGAAATTATGGCGAGCGCGAAGCTCTACATATATTGATCACCATTACTTCTC

GGAAAATCTAGAATTAGTAGTGTTGTCATTCTCTGATCTACTGGATGTTAGTCGCG

GATCGACGTCGAGCTGCTGCTCATGGACGCTGTGGTGATTTGCACAGACCACCCG

CTCCGTGCCATCCTAGTTTGCAGCTTAGATTGCAAAAGCAACCGGTCGATCCTGC

TGCGAACGAATCCATGATGCAAACGAAGATCCTG 


