IDENTIFICATION
Species: Linum usitatissimum
Locus: Lus10029038

Gene Model: Lus10029038
Description: LUSEXPA-21
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Lusitatissimum_v1 0
KEGG: https://www.genome.jp/entry/D12016

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Lusitatissimum_v1_0
https://www.genome.jp/entry/D12016

GENE STRUCTURE

LusEXPA-21
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Legend:

Exon — Intron

DOMAIN ARCHITECTURE

Query seq,
Superfanilies PLNO0OOSO

Name Accession Description Interval E-value
[+] PLN0O0050 super family 31535 expansin A. Provisional 15-254 1.86e-122
SEQUENCES
Peptide

>LusEXPA-21

MASSSIPTMVSSVLLLVMITVSGTFADY GGWVGGHATFYGGGDASGTMGGACGYG
NLNSQGYGTNTAALSTALFNNGLSCGACYELQCNNDPRWCLPGSIIVTATNFCPPNL
GLSNDNGGWCNPPLEHFDLAEPAFLQIAQYRAGIVPVSFRRVPCMKRGGVRFTINGH
SYFNLVLVTNVGGAGDVRSVSIKGSKSSSWQSMSRNWGQNWQSNSYMNGQSLSFQ
VTTSDGRTLTNYNVAPAGWQFGQTFEGLQF*

CDS (coding sequence)
>LuseXPA-21

ATGGCTTCTTCTTCCATTCCTACAATGGTGTCCTCTGTTCTTCTGCTAGTGATGATC
ACTGTCTCCGGCACTTTTGCAGACTACGGCGGATGGGTCGGCGGCCATGCCACCT
TCTACGGCGGCGGCGATGCTTCTGGCACAATGGGAGGGGCTTGTGGATATGGGA
ACTTGAACAGCCAAGGGTACGGTACAAACACTGCAGCGTTGAGTACCGCATTGTT
CAACAATGGCTTGAGCTGCGGGGCTTGCTATGAGCTCCAATGCAACAACGATCCG
AGATGGTGCCTCCCTGGCTCGATCATCGTCACCGCCACCAATTTCTGCCCTCCGAA
CTTGGGGTTGTCTAACGACAACGGCGGATGGTGTAACCCTCCTCTTGAGCATTTT
GATTTGGCTGAACCGGCGTTCCTCCAAATCGCCCAATACAGGGCGGGGATCGTTC
CCGTCTCTTTCAGAAGGGTGCCCTGCATGAAGAGAGGAGGAGTGAGGTTCACGAT
CAACGGGCACTCGTACTTCAACCTGGTGCTGGTCACGAACGTGGGAGGTGCCGGA
GACGTACGAAGCGTTTCAATTAAGGGATCGAAGTCGTCGAGTTGGCAGAGCATGT
CAAGGAATTGGGGTCAGAATTGGCAGAGCAACTCATATATGAATGGCCAGAGCT
TGTCTTTCCAAGTTACCACTAGCGATGGCCGGACCTTAACCAACTACAACGTTGC
CCCCGCAGGGTGGCAATTTGGCCAAACCTTTGAAGGCCTTCAGTTCTAA

Nucleotide
>LusEXPA-21

ATGGCTTCTTCTTCCATTCCTACAATGGTGTCCTCTGTTCTTCTGCTAGTGATGATC
ACTGTCTCCGGCACTTTTGCAGACTACGGCGGATGGGTCGGCGGCCATGCCACCT
TCTACGGCGGCGGCGATGCTTCTGGCACAATGGGTATGTGTCAAAATCCAATATT
TTTTATCAGAAACATTGTTATTACGAATCTTTTTCGATTTCGGATTAGTGGGTTTG
TAATTTGACTCATTTTAGGTTACTGGGTTCTTGTGACAAGAGGTAAATAGTAACA
AAGTTTGAATCTTTTTTCAAAAATTGTTACAGGAGGGGCTTGTGGATATGGGAAC




TTGAACAGCCAAGGGTACGGTACAAACACTGCAGCGTTGAGTACCGCATTGTTCA
ACAATGGCTTGAGCTGCGGGGCTTGCTATGAGCTCCAATGCAACAACGATCCGAG
ATGGTGCCTCCCTGGCTCGATCATCGTCACCGCCACCAATTTCTGCCCTCCGAACT
TGGGGTTGTCTAACGACAACGGCGGATGGTGTAACCCTCCTCTTGAGCATTTTGA
TTTGGCTGAACCGGCGTTCCTCCAAATCGCCCAATACAGGGCGGGGATCGTTCCC
GTCTCTTTCAGAAGGTACGAGTGATAACCATTGGAGATAATGTTAGGGAGAGTAT
TTGACGAATTTACTGGTTGACCAACATACGGAAGTGTTACAAAATGATCACTACT
TCACTATACTATATATATAATATAGATCCCCTAATTTCAATACTCCATACCAAATG
ATCCTAATAGTGCTTCTGAATGTCGTTTTGACAATAATAGGGTGCCCTGCATGAA
GAGAGGAGGAGTGAGGTTCACGATCAACGGGCACTCGTACTTCAACCTGGTGCT
GGTCACGAACGTGGGAGGTGCCGGAGACGTACGAAGCGTTTCAATTAAGGGATC
GAAGTCGTCGAGTTGGCAGAGCATGTCAAGGAATTGGGGTCAGAATTGGCAGAG
CAACTCATATATGAATGGCCAGAGCTTGTCTTTCCAAGTTACCACTAGCGATGGC
CGGACCTTAACCAACTACAACGTTGCCCCCGCAGGGTGGCAATTTGGCCAAACCT
TTGAAGGCCTTCAGTTCTAA





