IDENTIFICATION

Species: Helianthus annuus

Locus: HanXRQChr1690507341

Gene Model: HanXRQChr16g0507341
Description: HanEXPB-06

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Hannuus_rl 2
KEGG: https://www.genome.jp/entry/T05101

EXTERNAL RESOURCES
https://www.heliagene.org/



https://phytozome-next.jgi.doe.gov/info/Hannuus_r1_2
https://www.genome.jp/entry/T05101
https://www.heliagene.org/

GENE STRUCTURE
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Legend:

Exon — Intron

DOMAIN ARCHITECTURE
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Query seq. MIARGNENT FLNGHGOGHCFORCWOLSHFRF THCSORPYCSGEP INYT VRDKIPRACOKY PYHF DISGYARFGLMAHOGEDHNL RLYGIVE TEFKRVPCHYRAT KIAFKY SPK TNISWFATAL EYTNGOGALSHYE IAHSGARETFS SMONIWGHY WD INE SFRAPF SLRL TSG0GK TLVASHY TPONYSAGHIKYSSNNFE
Superfanilies 7 OPEE_R1pA_ERP_N-1ike superfamily

PLN03020
List of domain hits d
Name Accession Description Interval E-value
[+] DPBB_RIpA_EXP_N-like super family 41724 double-psi beta-barrel fold of RIpA, N-terminal domain of expansins, and similar domains; The 198 1.09e-33
[+] PLN03023 super family 33621 Expansin-like B1: Provisional 4-200 1.40e-24

>HanEXPB-06

MIAAGNSNIFLNGKGCGHCFQACWQLSHFRFIHCSQKPYCSGKPINVTVGDKCPRAC
DKVPYHFDISGYAFGLMAHQGEDHNLRLVGQVEIEFKRVPCHYAATKIAFKVSPKTN
QSWFATAIEYTNGDGALSHVEIAHSGASDFSSMDNIWGAVWKKDINESFKAPFSLRL
TSGDGKTLVASNVIPQNYSAGHKYSSNVNF*

CDS (coding sequence)
>HanEXPB-06

ATGATAGCAGCAGGAAATTCAAATATCTTTTTGAATGGGAAGGGATGCGGACATT
GTTTTCAGGCATGTTGGCAGCTATCTCATTTTCGTTTTATACATTGTTCACAAAAG
CCATATTGCTCAGGGAAACCAATTAATGTTACGGTCGGTGATAAGTGTCCAAGGG
CGTGTGATAAAGTACCTTATCATTTTGATATAAGTGGGTATGCTTTTGGTTTGATG
GCACATCAGGGAGAAGATCACAATTTAAGACTAGTTGGCCAAGTTGAAATTGAG
TTCAAAAGGGTGCCATGCCACTATGCTGCCACGAAGATAGCATTCAAAGTTAGCC
CGAAAACCAACCAATCCTGGTTCGCGACAGCAATAGAATATACGAATGGAGATG
GTGCCTTGAGTCATGTGGAGATAGCACACAGTGGTGCAAGTGATTTTTCGTCCAT
GGATAACATATGGGGTGCAGTTTGGAAAAAAGACATCAACGAATCATTTAAAGC
TCCATTTTCTTTAAGGCTGACTTCTGGTGATGGGAAAACTTTGGTAGCGAGTAATG
TGATTCCTCAAAACTATTCAGCGGGTCATAAATACTCATCAAATGTAAATTTTTGA

Nucleotide
>HanEXPB-06

ATGATAGCAGCAGGAAATTCAAATATCTTTTTGAATGGGAAGGGATGCGGACATT
GTTTTCAGGCATGTTGGCAGCTATCTCATTTTCGTTTTGTAAATCGAAAATATTAA
AAACGATGATTATGAGTTTCAAATAAATAAACATGTAGATACATTGTTCACAAAA
GCCATATTGCTCAGGGAAACCAATTAATGTTACGGTCGGTGATAAGTGTCCAAGG
GCGTGTGATAAAGTACCTTATCATTTTGATATAAGTGGGTATGCTTTTGGTTTGAT
GGCACATCAGGGAGAAGATCACAATTTAAGACTAGTTGGCCAAGTTGAAATTGA
GTTCAAAAGGTACATCACAAAACTGTAACACTCTTAGTTGCTACTTTTATGGTCTA
GATAACCACTTGTTGTAGGGTGCCATGCCACTATGCTGCCACGAAGATAGCATTC
AAAGTTAGCCCGAAAACCAACCAATCCTGGTTCGCGACAGCAATAGAATATACG




AATGGAGATGGTGCCTTGAGTCATGTGGAGATAGCACACAGTGGTGCAAGTGATT
TTTCGTCCATGGATAACATATGGGGTGCAGTTTGGAAAAAAGACATCAACGAATC
ATTTAAAGCTCCATTTTCTTTAAGGCTGACTTCTGGTGATGGGAAAACTTTGGTAG
CGAGTAATGTGATTCCTCAAAACTATTCAGCGGGTCATAAATACTCATCAAATGT
AAATTTTTGA





