
IDENTIFICATION 

Species: Oryza sativa Kitaake 

Locus: OsKitaake10g182000 

Gene Model: OsKitaake10g182000.1.p 

Description: OskEXPB-19 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/OsativaKitaake_v3_1  

KEGG:- 

EXTERNAL RESOURCES 

https://rice-genome-hub.southgreen.fr/bio_data/185326 

https://phytozome-next.jgi.doe.gov/info/OsativaKitaake_v3_1
https://rice-genome-hub.southgreen.fr/bio_data/185326


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>OskEXPB-19 

MGSLTTNIVLAVAVVAALVGGGSCGPPKVPPGPNITTNYNAPWLPARATWYGQPYG

SGSTDNGGACGIKNVNLPPYNGMISCGNVPIFKDGRGCGSCYEVKCEQPAACSKQPV

TVFITDMNYEPISAYHFDFSGKAFGAMACPGKETELRKAGIIDMQFRRVRCKYPGGQ

KVTFHVEKGSNPNYLAVLVKFVADDGDVIQMDLQEAGLPAWRPMKLSWGAIWRM

DTATPLKAPFSIRVTTESGKSLIAKDVIPVNWMPDAIYVSNVQFY* 

CDS (coding sequence) 

>OskEXPB-19 

ATGGGATCGCTCACCACCAACATCGTCCTCGCCGTCGCCGTGGTGGCAGCGCTGG

TCGGCGGCGGGTCGTGCGGCCCGCCCAAGGTGCCACCCGGCCCGAACATCACGA

CCAACTACAACGCCCCGTGGCTCCCCGCCAGGGCCACCTGGTACGGCCAGCCCTA

CGGCTCCGGCTCCACCGACAATGGTGGCGCGTGCGGGATCAAGAACGTCAACCT

GCCTCCCTACAACGGCATGATCTCCTGCGGCAACGTCCCAATCTTCAAGGACGGC

AGGGGATGCGGCTCATGCTACGAGGTGAAGTGTGAGCAGCCGGCGGCGTGCTCG

AAGCAGCCGGTGACGGTGTTCATCACGGACATGAACTACGAGCCCATCTCGGCGT

ACCACTTCGACTTCTCCGGCAAGGCGTTCGGCGCCATGGCTTGCCCGGGGAAGGA

GACCGAGCTCCGCAAGGCCGGCATCATCGACATGCAGTTCAGGAGGGTGCGCTG

CAAGTACCCCGGCGGCCAGAAGGTCACCTTCCACGTCGAGAAGGGCTCCAACCC

CAACTACCTCGCCGTGCTCGTCAAGTTCGTCGCCGACGACGGTGACGTCATCCAG

ATGGACCTCCAGGAGGCCGGATTGCCAGCGTGGAGGCCCATGAAGCTGTCGTGG

GGCGCCATCTGGAGGATGGACACCGCCACGCCACTCAAGGCACCCTTCTCCATTC

GCGTCACCACCGAGTCCGGCAAGAGCCTCATCGCCAAAGACGTCATCCCGGTCAA

CTGGATGCCAGACGCCATCTACGTATCAAACGTCCAGTTCTATTGA 

Nucleotide 

>OskEXPB-19 

ATCCATCTCACCACCAAAAAAAAAAGGAAAAAAAAACAAAACACACCAAGCCA

AATAAAAGCGACAATGGGATCGCTCACCACCAACATCGTCCTCGCCGTCGCCGTG

GTGGCAGCGCTGGTCGGCGGCGGGTCGTGCGGCCCGCCCAAGGTGCCACCCGGC



CCGAACATCACGACCAACTACAACGCCCCGTGGCTCCCCGCCAGGGCCACCTGGT

ACGGCCAGCCCTACGGCTCCGGCTCCACCGACAATGGTAATGTTACTATCTTATC

GTGTAATGTTATTCTCTCCGCCTCAAAATATTAGTTCCGCCGACAACGGTAAAGTT

ACTATCTTATCGTGTAATGTTACTATCTCCTCTTCAAAATATTAGTTTACTGGCTC

ATCATGTAGTGTTACTATCTTTGTCTCAAGATAGTACGATAGAATAACGAATCTG

AACAGTGTCTAAATCCATGGCGATGGAGTAACTGTGAAGCTCATCCATGATCTAT

GGCGATCGATCGATTAATTGGTTGAGTTTTGTTTTTTTCCAGGTGGCGCGTGCGGG

ATCAAGAACGTCAACCTGCCTCCCTACAACGGCATGATCTCCTGCGGCAACGTCC

CAATCTTCAAGGACGGCAGGGGATGCGGCTCATGCTACGAGGTAACCTCACCAAT

TAATTAACACAACCTCATCGTCTCGTACTCTCCCAATCATTGTCCCGAGGACATGC

ATTCGTACATCTCCTTCGAAACAAAGGAATTTCATTTTAGAATTTCATAAGGGTTA

ATTTAGAACTATAGTGATTATATAATGAAAATATATCCAGTAAAACTCTTGTGTTT

CAAATTAAGGCGGCCTGATCTTATCAACAAGTCAATGTTTAATACATTGCTATTTC

ACAAACATTTTTGGCAGTTTATATTTCACAAACATTCAATGCAATATATATATGGA

ATTTTGCTAAATTAATGGACATCGATTTACGTTAGGTACATTTTGATTTGGGCATT

AATTTGGCCGAGTACATTTTGAGTACAGGTGAAGTGTGAGCAGCCGGCGGCGTGC

TCGAAGCAGCCGGTGACGGTGTTCATCACGGACATGAACTACGAGCCCATCTCGG

CGTACCACTTCGACTTCTCCGGCAAGGCGTTCGGCGCCATGGCTTGCCCGGGGAA

GGAGACCGAGCTCCGCAAGGCCGGCATCATCGACATGCAGTTCAGGAGGGTGCG

CTGCAAGTACCCCGGCGGCCAGAAGGTCACCTTCCACGTCGAGAAGGGCTCCAA

CCCCAACTACCTCGCCGTGCTCGTCAAGTTCGTCGCCGACGACGGTGACGTCATC

CAGATGGACCTCCAGGAGGCCGGATTGCCAGCGTGGAGGCCCATGAAGCTGTCG

TGGGGCGCCATCTGGAGGATGGACACCGCCACGCCACTCAAGGCACCCTTCTCCA

TTCGCGTCACCACCGAGTCCGGCAAGAGCCTCATCGCCAAAGACGTCATCCCGGT

CAACTGGATGCCAGACGCCATCTACGTATCAAACGTCCAGTTCTATTGAGATCGG

ACGGAAACGATCCTCCTAATTTATTTCCCTATTAATTTGTTCAAATGGTTTCCTTCT

ATAACCTATATTTTTCCCGTTGTTAGAAATGGTTCCATTTCCTCCTACAGCTTACTT

TAAGATAGTTGCGCTTGTATATCTGCGCCATCTTGTAAGTTGTAAGATGCTGAAG

AACACTATGAATTCTGAGCATCTGATTCTCCGGGAAGATTTACTATGATAAACAA

CAGTTTGATTTACTATGTGTGTCCCCTTGTTTATTGTATGCTATCCTAATACTTATG

AAAAGTTTTGATAAA 




