IDENTIFICATION

Species: Brachypodium stacei
Locus: Brast02G003800

Gene Model: Brast02G003800.1.p
Description: BstEXPB-01
Family: Beta Expansin

3D structure:
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Specific hits £ DPBB_EXPB_N > £ Pollen_allerg_1 >

List of domain hits o
<+ Name Accession Description Interval E-value
[+] DPBB_EXPB_N ¢d22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily. Beta-expansins 49-167 1.94e-80
[+] Pollen_allerg_1 pfam01357 Pollen allergen. This family contains allergens lol PI, Pll and PIll from Lolium perenne 176-254  6.59e-29
Peptide

>BstEXPB-01

MAKQQQLSLLLVAAPMLLLLSSLDGSSAAAAVEPNLNASAVSFGQSGVARATWYGA
PNGAGPYDNGGACGFKNVNKYPFMAMTSCGNQPLFKDGKGCGACYKIKCTKHKAC
SGRTETVVITDMNYYPVAPYHFDLSGTAFGKLAKPGRNDELRHAGIIDIQFTRVPCEF
PGLKVGFHVEEGSNAVYMAILVEYENGDGDVVQVDLMESGGHGGGRWTRMKESW
GSIWRLDSNHRLQAPFSLRIRNESGKTLVARNVIPSNWRPNTFYRSIVQYS*

CDS (coding sequence)
>BstEXPB-01

ATGGCGAAGCAGCAGCAGCTCTCGCTCCTCCTGGTGGCGGCGCCAATGCTGCTGC
TCCTCTCCTCCCTCGACGGCTCCAGCGCCGCCGCAGCCGTGGAGCCGAACCTGAA
CGCCAGCGCCGTCTCCTTTGGCCAGTCGGGCGTCGCCAGGGCCACCTGGTACGGC
GCCCCCAACGGCGCCGGCCCTTACGACAACGGCGGCGCTTGCGGGTTCAAGAAC
GTGAACAAGTACCCGTTCATGGCCATGACCTCCTGCGGCAACCAGCCCCTCTTCA
AGGACGGCAAGGGATGCGGCGCATGCTACAAGATCAAGTGCACTAAGCACAAGG
CTTGCTCTGGGCGCACGGAGACGGTGGTGATCACGGACATGAACTACTACCCGGT
GGCGCCCTACCACTTCGACCTCAGCGGCACCGCCTTCGGCAAGCTCGCCAAGCCC
GGCCGCAACGACGAGCTCCGACACGCCGGCATCATCGACATACAGTTCACCAGG
GTGCCGTGCGAGTTCCCGGGGCTGAAGGTGGGCTTCCACGTGGAGGAGGGCTCC
AACGCGGTGTACATGGCGATCCTCGTGGAGTACGAGAACGGCGACGGCGACGTG
GTGCAGGTGGACCTCATGGAGTCCGGCGGCCATGGCGGAGGGCGGTGGACGLGG
ATGAAGGAGTCGTGGGGCTCCATCTGGCGCCTCGACTCCAACCACAGGCTCCAGG
CGCCATTCTCGCTGCGCATCCGCAACGAGTCCGGCAAGACGCTCGTCGCCCGCAA
CGTCATCCCCTCCAACTGGCGCCCCAACACCTTCTACCGCTCCATCGTCCAGTACA
GCTAG



Nucleotide
>BstEXPB-01

ACACACACACACCAAACCAAACAGATCCAACTTGAGCTGCAGTTAGTACTCCAGT
ACAGAGAGTGTGAGCAAAGTGAACCAGTGAGTGAACAAGATGGCGAAGCAGCA
GCAGCTCTCGCTCCTCCTGGTGGCGGCGCCAATGCTGCTGCTCCTCTCCTCCCTCG
ACGGCTCCAGCGCCGCCGCAGCCGTGGAGCCGAACCTGAACGCCAGCGCCGTCT
CCTTTGGCCAGTCGGGCGTCGCCAGGGCCACCTGGTACGGCGCCCCCAACGGCGC
CGGCCCTTACGACAACGGTACTCTTCACTCTTTCAGTTCTTTCCCCCCTTCTTCAG
ACAGACAGATCTTATAGGAGTTGTAGTGCATTTTGGTTTCCTGTAGCAGAAAGGT
AGAGATTCCTTGCAATGGCCTGTGTGTTGAGCTATGTATGTATGTATGTTCATGGC
CATGACCTTTTGCTTGCTTGCAGGCGGCGCTTGCGGGTTCAAGAACGTGAACAAG
TACCCGTTCATGGCCATGACCTCCTGCGGCAACCAGCCCCTCTTCAAGGACGGCA
AGGGATGCGGCGCATGCTACAAGGTACTCCACTCCTCCTGCTGCTCACTACACTC
TTCTCTACTGCTGGTACAGTACTAATGGTCTTCTAATTAGTAGTGACCACTTAAAT
CTTCCTAGCATTCCAAAATGCAACTCCACGGCTTTGGTCAAAGCCAGCAGTGCTA
GCTAGTTGAGCTGATTCCTTGATTATAGTTGGCCCATATACATACTTGGCTCGATG
GGGGCACGAGTAGCCGTGCCACTGGCGAGCACAGGTCCGTGGACCCAGACTGCA
ACACGGCACGTTCTCCGTGACAGTGCCCGGCACGGCTCCCCATGCAATGCAACAA
TGTCATTTTACATCTCTGCCCTTCTTCCCTGAACAAGCTTGCTTGTGTGCAATATGT
TTTTGTACCAACTAGATCAAGTGCACTAAGCACAAGGCTTGCTCTGGGCGCACGG
AGACGGTGGTGATCACGGACATGAACTACTACCCGGTGGCGCCCTACCACTTCGA
CCTCAGCGGCACCGCCTTCGGCAAGCTCGCCAAGCCCGGCCGCAACGACGAGCTC
CGACACGCCGGCATCATCGACATACAGTTCACCAGGTACTATTATACTTCTTTTAA
CTGTTACTACCATGTGCGCCACCGACACGTACTCTTCAGTCTTCTGCCTTCCTTCA
GACAAGCACACCAAGCCTGTCTCGACAAAGACTTGACTTGACCCCGGCCGGCAC
ATGCCTAAACTGTGCATCCATCTGCTTCCCTCTGTCGCCTGTCGTGCTACTTACTG
TAATCTAATGTAAACAACATCCGTCTCCTGCCTGCCCATCATTACCACTAGCTAGT
TCTAACATGAAAAGATTCCCCCAAAAGCTACGTACCAAGAAAGAATGATTCCAG
CACTAACGAGATCACAGTCAGGATGCATTTAGGATAACAAACTGAAGAAAGAAC
ACTGTACGTCTGCTAGAGTAAACAAAACTGAATCTGAATGTATGTGCAGGGTGCC
GTGCGAGTTCCCGGGGCTGAAGGTGGGCTTCCACGTGGAGGAGGGCTCCAACGC
GGTGTACATGGCGATCCTCGTGGAGTACGAGAACGGCGACGGCGACGTGGTGCA
GGTGGACCTCATGGAGTCCGGCGGCCATGGCGGAGGGCGGTGGACGCGGATGAA
GGAGTCGTGGGGCTCCATCTGGCGCCTCGACTCCAACCACAGGCTCCAGGCGCCA
TTCTCGCTGCGCATCCGCAACGAGTCCGGCAAGACGCTCGTCGCCCGCAACGTCA
TCCCCTCCAACTGGCGCCCCAACACCTTCTACCGCTCCATCGTCCAGTACAGCTAG
ATTGCTACATCCTTCCTCCTGCAGAGCTAGCTCTCCATTGCAGTGATTGATTGTCA
TGTCATTCTCAAGTTTAATTTTGTGTTGTGGGAATAAGAGGAGGCAAGCGTATGG
AAATCCCAGACGAAAAAATTATATGGGGTTTTTCTTGCGCTCTCCCGCCCACTCTC
CATCTTCTTCTCGATCTGCTGCTACTAGTCGTATTAATTCATTGCTGTTTGAGACTT
CCCGCGTGCGTGGATGCAATGCTTGCAATTTATGCAGCTGCATGCTGTATCCATG
GGTCATTTACTACTTGTATCAGCCAGTGCAAGGCGTATGTATAAATTAATGTTCGC
GGATCGATTTCAGCTCCGGTTCACGGG



