
IDENTIFICATION 

Species: Brachypodium stacei 

Locus: Brast02G003800 

Gene Model: Brast02G003800.1.p 

Description: BstEXPB-01 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Bstacei_v1_1  

EXTERNAL RESOURCES 

https://brachypodium.org/  

 

https://phytozome-next.jgi.doe.gov/info/Bstacei_v1_1
https://brachypodium.org/


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

 

SEQUENCES 

Peptide 

>BstEXPB-01 

MAKQQQLSLLLVAAPMLLLLSSLDGSSAAAAVEPNLNASAVSFGQSGVARATWYGA

PNGAGPYDNGGACGFKNVNKYPFMAMTSCGNQPLFKDGKGCGACYKIKCTKHKAC

SGRTETVVITDMNYYPVAPYHFDLSGTAFGKLAKPGRNDELRHAGIIDIQFTRVPCEF

PGLKVGFHVEEGSNAVYMAILVEYENGDGDVVQVDLMESGGHGGGRWTRMKESW

GSIWRLDSNHRLQAPFSLRIRNESGKTLVARNVIPSNWRPNTFYRSIVQYS* 

CDS (coding sequence) 

>BstEXPB-01 

ATGGCGAAGCAGCAGCAGCTCTCGCTCCTCCTGGTGGCGGCGCCAATGCTGCTGC

TCCTCTCCTCCCTCGACGGCTCCAGCGCCGCCGCAGCCGTGGAGCCGAACCTGAA

CGCCAGCGCCGTCTCCTTTGGCCAGTCGGGCGTCGCCAGGGCCACCTGGTACGGC

GCCCCCAACGGCGCCGGCCCTTACGACAACGGCGGCGCTTGCGGGTTCAAGAAC

GTGAACAAGTACCCGTTCATGGCCATGACCTCCTGCGGCAACCAGCCCCTCTTCA

AGGACGGCAAGGGATGCGGCGCATGCTACAAGATCAAGTGCACTAAGCACAAGG

CTTGCTCTGGGCGCACGGAGACGGTGGTGATCACGGACATGAACTACTACCCGGT

GGCGCCCTACCACTTCGACCTCAGCGGCACCGCCTTCGGCAAGCTCGCCAAGCCC

GGCCGCAACGACGAGCTCCGACACGCCGGCATCATCGACATACAGTTCACCAGG

GTGCCGTGCGAGTTCCCGGGGCTGAAGGTGGGCTTCCACGTGGAGGAGGGCTCC

AACGCGGTGTACATGGCGATCCTCGTGGAGTACGAGAACGGCGACGGCGACGTG

GTGCAGGTGGACCTCATGGAGTCCGGCGGCCATGGCGGAGGGCGGTGGACGCGG

ATGAAGGAGTCGTGGGGCTCCATCTGGCGCCTCGACTCCAACCACAGGCTCCAGG

CGCCATTCTCGCTGCGCATCCGCAACGAGTCCGGCAAGACGCTCGTCGCCCGCAA

CGTCATCCCCTCCAACTGGCGCCCCAACACCTTCTACCGCTCCATCGTCCAGTACA

GCTAG 

 

 

 



Nucleotide 

>BstEXPB-01 

ACACACACACACCAAACCAAACAGATCCAACTTGAGCTGCAGTTAGTACTCCAGT

ACAGAGAGTGTGAGCAAAGTGAACCAGTGAGTGAACAAGATGGCGAAGCAGCA

GCAGCTCTCGCTCCTCCTGGTGGCGGCGCCAATGCTGCTGCTCCTCTCCTCCCTCG

ACGGCTCCAGCGCCGCCGCAGCCGTGGAGCCGAACCTGAACGCCAGCGCCGTCT

CCTTTGGCCAGTCGGGCGTCGCCAGGGCCACCTGGTACGGCGCCCCCAACGGCGC

CGGCCCTTACGACAACGGTACTCTTCACTCTTTCAGTTCTTTCCCCCCTTCTTCAG

ACAGACAGATCTTATAGGAGTTGTAGTGCATTTTGGTTTCCTGTAGCAGAAAGGT

AGAGATTCCTTGCAATGGCCTGTGTGTTGAGCTATGTATGTATGTATGTTCATGGC

CATGACCTTTTGCTTGCTTGCAGGCGGCGCTTGCGGGTTCAAGAACGTGAACAAG

TACCCGTTCATGGCCATGACCTCCTGCGGCAACCAGCCCCTCTTCAAGGACGGCA

AGGGATGCGGCGCATGCTACAAGGTACTCCACTCCTCCTGCTGCTCACTACACTC

TTCTCTACTGCTGGTACAGTACTAATGGTCTTCTAATTAGTAGTGACCACTTAAAT

CTTCCTAGCATTCCAAAATGCAACTCCACGGCTTTGGTCAAAGCCAGCAGTGCTA

GCTAGTTGAGCTGATTCCTTGATTATAGTTGGCCCATATACATACTTGGCTCGATG

GGGGCACGAGTAGCCGTGCCACTGGCGAGCACAGGTCCGTGGACCCAGACTGCA

ACACGGCACGTTCTCCGTGACAGTGCCCGGCACGGCTCCCCATGCAATGCAACAA

TGTCATTTTACATCTCTGCCCTTCTTCCCTGAACAAGCTTGCTTGTGTGCAATATGT

TTTTGTACCAACTAGATCAAGTGCACTAAGCACAAGGCTTGCTCTGGGCGCACGG

AGACGGTGGTGATCACGGACATGAACTACTACCCGGTGGCGCCCTACCACTTCGA

CCTCAGCGGCACCGCCTTCGGCAAGCTCGCCAAGCCCGGCCGCAACGACGAGCTC

CGACACGCCGGCATCATCGACATACAGTTCACCAGGTACTATTATACTTCTTTTAA

CTGTTACTACCATGTGCGCCACCGACACGTACTCTTCAGTCTTCTGCCTTCCTTCA

GACAAGCACACCAAGCCTGTCTCGACAAAGACTTGACTTGACCCCGGCCGGCAC

ATGCCTAAACTGTGCATCCATCTGCTTCCCTCTGTCGCCTGTCGTGCTACTTACTG

TAATCTAATGTAAACAACATCCGTCTCCTGCCTGCCCATCATTACCACTAGCTAGT

TCTAACATGAAAAGATTCCCCCAAAAGCTACGTACCAAGAAAGAATGATTCCAG

CACTAACGAGATCACAGTCAGGATGCATTTAGGATAACAAACTGAAGAAAGAAC

ACTGTACGTCTGCTAGAGTAAACAAAACTGAATCTGAATGTATGTGCAGGGTGCC

GTGCGAGTTCCCGGGGCTGAAGGTGGGCTTCCACGTGGAGGAGGGCTCCAACGC

GGTGTACATGGCGATCCTCGTGGAGTACGAGAACGGCGACGGCGACGTGGTGCA

GGTGGACCTCATGGAGTCCGGCGGCCATGGCGGAGGGCGGTGGACGCGGATGAA

GGAGTCGTGGGGCTCCATCTGGCGCCTCGACTCCAACCACAGGCTCCAGGCGCCA

TTCTCGCTGCGCATCCGCAACGAGTCCGGCAAGACGCTCGTCGCCCGCAACGTCA

TCCCCTCCAACTGGCGCCCCAACACCTTCTACCGCTCCATCGTCCAGTACAGCTAG

ATTGCTACATCCTTCCTCCTGCAGAGCTAGCTCTCCATTGCAGTGATTGATTGTCA

TGTCATTCTCAAGTTTAATTTTGTGTTGTGGGAATAAGAGGAGGCAAGCGTATGG

AAATCCCAGACGAAAAAATTATATGGGGTTTTTCTTGCGCTCTCCCGCCCACTCTC

CATCTTCTTCTCGATCTGCTGCTACTAGTCGTATTAATTCATTGCTGTTTGAGACTT

CCCGCGTGCGTGGATGCAATGCTTGCAATTTATGCAGCTGCATGCTGTATCCATG

GGTCATTTACTACTTGTATCAGCCAGTGCAAGGCGTATGTATAAATTAATGTTCGC

GGATCGATTTCAGCTCCGGTTCACGGG 


