IDENTIFICATION

Species: Panicum hallii

Locus: Pahal.9G640900

Gene Model: Pahal.9G640900.1.p
Description: PhEXPB-33
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Phallii_v3_ 1
KEGG: https://www.genome.jp/entry/T07366

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Phallii_v3_1
https://www.genome.jp/entry/T07366

GENE STRUCTURE

PhEXPB-33
5

L 1 1 1 1 1 1 1 1 1
Gbp 20Kbp A00bp Gibp 4ibp 100 13006p 14000 1600bp 1800bp

Legend:

CDS s upstreamy downstream — Iniron

DOMAIN ARCHITECTURE
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Query seq.

Specific hits Pollen_allerg_1
Superfanilies DPBB_RIpA_EXP_N-like superfamily Peollen_allerg_1 superfamily

List of domain hits .
Name Accession Description Interval E-value

[+] DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily, Beta-expansins ... 70-191 9.12e-82
[+ Polien_allerg_1 plam01357 Pollen allergen; This family contains allergens lol Pl, Pll and Pl from Lolium perenne. 199-281 1.88e-31

MSLSSRAVAAALLCLLVAHGTSCSKQHKTGHKAHAAPTTPPPGTPPAATTPPPPSSTS
NSSSSSNAGDGWLNARATWYGAPNGAGPDDNGGACGFKGVNLPPFSAMTSCGNEP
LFKDGKGCGSCYQIRCLAHPACSGIPETVIITDMNYYPVAPYHLDLSGTAFGAMAKD
GRNDELRHAGIIDIQFKRVACQYPGLTVTFHIERGSNPNYLAVLVEYSNGDGDVVQV
DLMESRAEDGEPTGVWEPMRESWGSIWRMDTRRPLQGPFSLRVTNESGKTLVADQV
IPADWQPDSVYSSIVQFD*

CDS (coding sequence)
>PhEXPB-33

ATGTCCCTGTCCTCCCGCGCCGTCGCCGCTGCGCTGCTCTGCCTGCTCGTGGCTCA
TGGCACCAGCTGCTCCAAGCAGCACAAGACCGGACACAAGGCCCACGCCGCACC
GACGACGCCGCCGCCGGGCACACCTCCTGCTGCTACGACTCCTCCGCCACCATCG
TCCACATCGAATTCCAGTTCCAGTTCCAACGCCGGCGATGGCTGGCTCAACGCCC
GGGCGACGTGGTACGGCGCCCCCAACGGCGCCGGCCCGGACGACAACGGTGGLG
CCTGCGGCTTCAAGGGTGTCAACCTGCCGCCCTTCTCCGCCATGACGTCCTGCGG
GAACGAGCCACTCTTCAAGGACGGCAAAGGATGTGGCTCCTGCTACCAGATCCGC
TGCCTTGCCCACCCTGCTTGCTCCGGCATCCCGGAGACGGTCATCATCACAGACA
TGAATTACTACCCGGTGGCGCCCTACCACTTGGACCTCAGCGGAACAGCCTTCGG
CGCCATGGCCAAGGACGGCCGCAACGACGAGCTCAGGCACGCCGGCATCATCGA
CATCCAGTTCAAGAGGGTTGCTTGCCAGTACCCTGGTCTGACTGTGACCTTCCAC
ATCGAGCGCGGCTCCAACCCCAACTACCTGGCGGTGCTGGTGGAGTACTCCAACG
GCGACGGCGACGTGGTGCAGGTGGATCTGATGGAGTCGCGGGCGGAGGACGGCG
AGCCGACGGGGGTGTGGGAGCCGATGCGCGAGTCCTGGGGTTCCATCTGGCGGA
TGGACACCCGGCGGCCGCTGCAGGGGCCCTTCTCGCTGCGCGTCACCAACGAGTC
CGGCAAGACGCTGGTGGCGGACCAGGTCATCCCAGCAGACTGGCAGCCGGACAG
TGTCTACAGCTCCATCGTCCAGTTTGATTGA



Nucleotide
>PhEXPB-33

AGCAATATAATTATTTGATCCCGGCCTTTGCTATATATATAAACACATGGCTAGCT
AGCATCATCGATCGACGACATACCCCGCGACCACACCAGTAGCTTGCAAGTAATC
TCCATCCATCCATCATCCAAACACACGGCAGCCAACAAGGGCCAGGGCCAGGGC
CAGGCCACGACACGCATCATGTCCCTGTCCTCCCGCGCCGTCGCCGCTGCGCTGC
TCTGCCTGCTCGTGGCTCATGGCACCAGCTGCTCCAAGCAGCACAAGACCGGACA
CAAGGCCCACGCCGCACCGACGACGCCGCCGCCGGGCACACCTCCTGCTGCTACG
ACTCCTCCGCCACCATCGTCCACATCGAATTCCAGTTCCAGTTCCAACGCCGGCG
ATGGCTGGCTCAACGCCCGGGCGACGTGGTACGGCGCCCCCAACGGLGLLGGLC
CGGACGACAACGGTGGCGCCTGCGGCTTCAAGGGTGTCAACCTGCCGCCCTTCTC
CGCCATGACGTCCTGCGGGAACGAGCCACTCTTCAAGGACGGCAAAGGATGTGG
CTCCTGCTACCAGATCCGCTGCCTTGCCCACCCTGCTTGCTCCGGCATCCCGGAGA
CGGTCATCATCACAGACATGAATTACTACCCGGTGGCGCCCTACCACTTGGACCT
CAGCGGAACAGCCTTCGGCGCCATGGCCAAGGACGGCCGCAACGACGAGCTCAG
GCACGCCGGCATCATCGACATCCAGTTCAAGAGGTTGGTACATTATATTCCTCTG
CATCTGCATGTGCAGTCTGCAGCTAGGCATCAGTTAGTTGTGGCAGTGCAGTGCA
GTGCAGTGGGGCGCGCGCTTACTTTCTTTGCGCGCGCATGCTCGATCCTTTCCTTT
TGCATCGCAACATGCCATTCGATTGTTGGACTATACTAGCTACCTTTTCTTTCATG
AGCTATCCGCTTTAGCATTCAACCATTTTAATAATCTTGTAACGGCCGCGCGCAAT
AAGCCAAGTACTCCTACTAAAAGTAGCTAGCTAGCTAGGCATGCCATGGGGTGG
GTCCAGGGCATACAGCCATATACGTATAACATACTCCAGTCTACAACTAACTGAC
TAATGAACGGGCCCAATGCAAGAAAATCTAATTATTAGTTGTTTTTGGCGTTTTCT
ACGGACGTAGATTTTGCCACATATGCGTGTGTGTAATAATTTGAAACGGAGCGAG
TAACTAGCTCCTAAGTAGCATGATGCATGGACGTAATAACATGAGCAAGAATATA
ATAATGCAGGGTTGCTTGCCAGTACCCTGGTCTGACTGTGACCTTCCACATCGAG
CGCGGCTCCAACCCCAACTACCTGGCGGTGCTGGTGGAGTACTCCAACGGCGACG
GCGACGTGGTGCAGGTGGATCTGATGGAGTCGCGGGCGGAGGACGGCGAGCCGA
CGGGGGTGTGGGAGCCGATGCGCGAGTCCTGGGGTTCCATCTGGCGGATGGACA
CCCGGCGGCCGCTGCAGGGGCCCTTCTCGCTGCGCGTCACCAACGAGTCCGGCAA
GACGCTGGTGGCGGACCAGGTCATCCCAGCAGACTGGCAGCCGGACAGTGTCTA
CAGCTCCATCGTCCAGTTTGATTGATGGATGGATCGATCGATCGATTAGCTAGAG
ATTTATCATCGTCATCATCTTCATCGTCATCGCAACGTAGTATGCATGCTGATTAT
ATATATATACATACACATATACATACATACATACTGTGCAGGTGCGTGCGTGAGA
CGTCGCCTGTGACGTCCGTCCGTCCGATCGACCATTCGCTGATGGTGGTCGACCA
TGCATGCATGTCCTAGCGCGTGCATTGCGATGAATATAATGTTAATTGCTGCTTTG
CGACTTTAATTTGTCACGTGTGTGCTAGCTTCTATGTATATGTTAGTTATTATTTTC
TACGTACATACAGTACACTACACAAGCCTTTATCTGC




