
IDENTIFICATION 

Species: Brachypodium stacei 

Locus: Brast10G002100 

Gene Model: Brast10G002100.1.p 

Description: BstEXPB-24 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Bstacei_v1_1  

EXTERNAL RESOURCES 

https://brachypodium.org/  

 

https://phytozome-next.jgi.doe.gov/info/Bstacei_v1_1
https://brachypodium.org/


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>BstEXPB-24 

MASSSSQVMMLAMAVLAALLSCAHGIPKVPPGPNITASYNGQWLDAKSTWYGRPEG

AGPKDNGGACGYKDVDKPPFNGMTSCGNTPIFRDGRGCGSCFEIKCAKPAEFCSGQP

VLVHITDDNEEPIAAYHFDLSGKAFGAMAKKGQEQKLRGCGEVEIQFRRVKCYYPM

GTKVTFHVEKGSSPNYLALLVKFVGGDGDVVAVDIQEKGKSEWIPLKESWGAVWRI

DTPKPLKGPFSVRYTTDGGTKAVSSNVIPEGWKPDTMYVAKY* 

CDS (coding sequence) 

>BstEXPB-24 

ATGGCCTCCTCCTCCTCTCAGGTGATGATGCTGGCCATGGCGGTCCTGGCAGCTCT

CCTGAGCTGCGCCCACGGCATCCCCAAGGTGCCCCCAGGCCCCAACATCACGGCC

AGCTACAACGGCCAATGGCTGGACGCCAAGAGCACGTGGTACGGCAGGCCCGAA

GGCGCCGGCCCCAAGGACAACGGCGGCGCCTGCGGCTACAAGGACGTCGACAAG

CCGCCCTTCAACGGCATGACGTCCTGCGGCAACACCCCCATCTTCCGCGACGGGC

GCGGCTGCGGCTCCTGCTTCGAGATCAAGTGCGCCAAGCCCGCCGAGTTCTGCTC

CGGGCAGCCCGTGCTCGTCCACATCACCGACGACAACGAGGAGCCCATCGCCGC

CTACCACTTCGACCTCTCCGGCAAGGCCTTCGGCGCCATGGCCAAGAAGGGGCAG

GAGCAGAAGCTGCGTGGCTGCGGCGAGGTGGAGATCCAGTTCAGGAGGGTCAAA

TGCTACTACCCTATGGGCACCAAGGTGACCTTCCATGTCGAGAAGGGCTCCAGCC

CGAACTACCTGGCTTTGCTCGTCAAGTTCGTGGGTGGAGATGGGGACGTTGTGGC

TGTTGACATCCAGGAGAAGGGCAAGTCTGAGTGGATCCCGCTCAAGGAGTCCTG

GGGCGCCGTGTGGAGGATCGACACCCCGAAGCCGCTCAAGGGGCCCTTTAGCGT

CAGGTACACTACTGATGGCGGCACCAAGGCCGTCTCCTCAAATGTCATCCCTGAG

GGTTGGAAGCCAGACACCATGTATGTCGCCAAGTACTGA 

Nucleotide 

>BstEXPB-24 

AAAGATGGCCTCCTCCTCCTCTCAGGTGATGATGCTGGCCATGGCGGTCCTGGCA

GCTCTCCTGAGCTGCGCCCACGGCATCCCCAAGGTGCCCCCAGGCCCCAACATCA

CGGCCAGCTACAACGGCCAATGGCTGGACGCCAAGAGCACGTGGTACGGCAGGC



CCGAAGGCGCCGGCCCCAAGGACAACGGCGGCGCCTGCGGCTACAAGGACGTCG

ACAAGCCGCCCTTCAACGGCATGACGTCCTGCGGCAACACCCCCATCTTCCGCGA

CGGGCGCGGCTGCGGCTCCTGCTTCGAGATCAAGTGCGCCAAGCCCGCCGAGTTC

TGCTCCGGGCAGCCCGTGCTCGTCCACATCACCGACGACAACGAGGAGCCCATCG

CCGCCTACCACTTCGACCTCTCCGGCAAGGCCTTCGGCGCCATGGCCAAGAAGGG

GCAGGAGCAGAAGCTGCGTGGCTGCGGCGAGGTGGAGATCCAGTTCAGGAGGGT

CAAATGCTACTACCCTATGGGCACCAAGGTGACCTTCCATGTCGAGAAGGGCTCC

AGCCCGAACTACCTGGCTTTGCTCGTCAAGTTCGTGGGTGGAGATGGGGACGTTG

TGGCTGTTGACATCCAGGAGAAGGGCAAGTCTGAGTGGATCCCGCTCAAGGAGT

CCTGGGGCGCCGTGTGGAGGATCGACACCCCGAAGCCGCTCAAGGGGCCCTTTA

GCGTCAGGTACACTACTGATGGCGGCACCAAGGCCGTCTCCTCAAATGTCATCCC

TGAGGGTTGGAAGCCAGACACCATGTATGTCGCCAAGTACTGATTTTCCATGCAT

TGGCTGGCTCACTGCCGGCCGGCCGCCCAATTAAGGAAGCTTTCTGCCTGCTCTG

ATGGTGAGAATAATCTGTCGAGAAGCATATATATATATATATCTGTGAGGTGTAT

GCATAAGAGCTTTAATTTGCTTATATATAGGAGGCAAACCGGCGTGTGGTTTGCT

CTCCCCCACCCCCACTCTCTCCACCGCCTTGTTTATATATGTATCCAAATTGAATT

TATTATTTTTTTC 


