IDENTIFICATION

Species: Setaria viridis

Locus: Sevir.9G332900

Gene Model: Sevir.9G332900.1.p
Description: SVEXPB-24
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sviridis_v2_1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Sviridis_v2_1
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binding ite
specific hits H— Pollen_allerg_ 1
Superfanilies DPBB_R1pA_EXP_N-1like superfamily Pollen_allerg_1 superfamily

List of domain hits o

Name Accession Deseription Interval E-value
[+] DPBE_EXPB_N 422275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily, Beta-expansins .. 32-155 6.97e-79
[+] Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, Pll and PIil from Lolium perenne 163-244 3 46e-25

SEQUENCES
Peptide
>SVEXPB-24

MAAAVIISSAKVAAALVAVFAVLATYAEAGGWLPAKATWYGAPNGAGPDDNGGA
CGFKHTNQYPYMSMTSCGNEPLFKDGKGCGACYQIRCLNSTHDACSGRAKRVIITD
MNYYPVSKYHFDLSGTAFGAMAKTGLNDKLRHAGILEIQFRRVPCNYKGLNVNFRV
QVGSNPNYFAVLVQYAGKDGAVVQVDLMETDSTTGKPTGVWTPMRVSWGAVWRL
DTDRPTQAPFSLRIRSDSGKTLVASNVIPADWKPMTDYPSNVQFP*

CDS (coding sequence)
>SVEXPB-24

ATGGCCGCCGCCGTGATCATCTCCTCCGCCAAGGTGGCTGCTGCACTCGTCGCAG
TGTTCGCCGTGCTTGCCACGTACGCCGAAGCTGGCGGCTGGCTCCCGGCCAAGGC
CACCTGGTACGGCGCGCCCAACGGCGCCGGTCCCGACGACAACGGTGGCLGLGTG
CGGGTTCAAGCACACCAACCAGTACCCGTACATGTCCATGACGTCGTGCGGGAAC
GAGCCCCTGTTCAAGGACGGCAAGGGCTGTGGCGCATGCTACCAGATACGGTGC
CTGAACAGCACCCACGACGCCTGCTCCGGCAGGGCGAAGCGTGTGATCATCACG
GACATGAACTACTACCCGGTGTCCAAGTACCACTTCGACCTGAGCGGCACGGCGT
TCGGCGCCATGGCCAAGACGGGGCTCAACGACAAGCTCCGGCACGCCGGCATTC
TCGAGATCCAGTTCCGGAGGGTGCCCTGCAACTACAAGGGCCTGAACGTCAACTT
CCGCGTCCAGGTGGGCTCCAACCCCAACTACTTCGCCGTGCTGGTGCAGTACGCC
GGCAAGGACGGCGCCGTGGTGCAGGTGGACCTCATGGAGACCGACAGCACCACG
GGCAAGCCGACGGGGGTGTGGACGCCGATGCGCGTGTCGTGGGGCGCCGTCTGG
AGGCTGGACACCGACCGCCCCACGCAGGCGCCCTTCTCGCTGCGCATCCGCAGCG
ACTCCGGCAAGACGCTGGTGGCCAGCAACGTCATCCCGGCAGACTGGAAGCCCA
TGACCGACTACCCCTCCAACGTGCAGTTCCCTTAA

Nucleotide
>SVEXPB-24

ACACACAAGTACACAACACATATACGAACACTAATCCCGGGGATCTCTGGTAAG
CTGGTACTAGGATCGAGCTGAGATGGCCGCCGCCGTGATCATCTCCTCCGCCAAG
GTGGCTGCTGCACTCGTCGCAGTGTTCGCCGTGCTTGCCACGTACGCCGAAGCTG



GCGGCTGGCTCCCGGCCAAGGCCACCTGGTACGGCGCGCCCAACGGLGLLCGGTC
CCGACGACAACGGTATGCACGAGCAGAGCGTGGCCGCGCCCCGGCCGTCGCGAA
CACGATGCGTGTTGGCGTGCTATCTTTCGCCGTCCCAACAATGCTGTGTGTGTGAC
TCTCTGTGTGTGGCTGACGTATCGTTTCTGCAGGTGGCGCGTGCGGGTTCAAGCA
CACCAACCAGTACCCGTACATGTCCATGACGTCGTGCGGGAACGAGCCCCTGTTC
AAGGACGGCAAGGGCTGTGGCGCATGCTACCAGGTACTGTATTTCGTCCTGCATG
CGAGAATCAGTCAATCTAAACAGTACTAGTAATTAACTGCAGCTGCAGGAGTTTA
TCTGATCAGTTGATCTGATCGGTCAACCGTAGCAGTAATAATAAGTTAATAACTG
TTTTTATATAGTTTCCTCGATATTCACGACATTTGTTGAGTGCCATGTCGTACGTT
GAACTCGGGAGGTCAAACTAACCCCTGGCACGTCTTCTCACGCCCTGTCCTCCAA
TTGAAAAAAAAAACAGATACGGTGCCTGAACAGCACCCACGACGCCTGCTCCGG
CAGGGCGAAGCGTGTGATCATCACGGACATGAACTACTACCCGGTGTCCAAGTAC
CACTTCGACCTGAGCGGCACGGCGTTCGGCGCCATGGCCAAGACGGGGCTCAAC
GACAAGCTCCGGCACGCCGGCATTCTCGAGATCCAGTTCCGGAGGGTGCCCTGCA
ACTACAAGGGCCTGAACGTCAACTTCCGCGTCCAGGTGGGCTCCAACCCCAACTA
CTTCGCCGTGCTGGTGCAGTACGCCGGCAAGGACGGCGCCGTGGTGCAGGTGGA
CCTCATGGAGACCGACAGCACCACGGGCAAGCCGACGGGGGTGTGGACGCCGAT
GCGCGTGTCGTGGGGCGCCGTCTGGAGGCTGGACACCGACCGCCCCACGCAGGC
GCCCTTCTCGCTGCGCATCCGCAGCGACTCCGGCAAGACGCTGGTGGCCAGCAAC
GTCATCCCGGCAGACTGGAAGCCCATGACCGACTACCCCTCCAACGTGCAGTTCC
CTTAAAACGGCATGCTGCTGCAATCGTCTCAGATCATTGTTTATTCGTCAAAAAAT
ACCGATTCATTGTTTGGTGTTGTCGTTGTACGTACGTGTCTTGAGATGCGTGGGAA
ATATGGAGGAGGCAACGTGATCTCCCGCCCACGATCTCAAGTTTTGAAATACCAT
GCTATGTAATGTAATACAGTACTACGTATCAAGTTGTCAGTTCAAGAAAATATAT
TCAAGTTTGT





