IDENTIFICATION

Species: Chenopodium quinoa
Locus: AUR62013691

Gene Model: AUR62013691
Description: CQEXPB-03
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Cquinoa_v1 0
KEGG: https://www.genome.jp/entry/T05764

EXTERNAL RESOURCES
https://www.cbrc.kaust.edu.sa/chenopodiumdb/
http://quinoa.kazusa.or.jp/index.html
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GENE STRUCTURE
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Specific hits
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Superfanilies PLN00133
DPBB_R1pA_EXP_N-1like superfamily

Name Accession Description Interval  E-value
[+] DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 45-166 1.76e-74
[+ PLN00193 super family cl33423 expansin-A; Provisional 4-268 5.37e-27
Peptide

>CQEXPB-03

MALLSHYLFSLVFVLDFALLFNSCLCFNPKLLNVSKYYHDSYSNWYPAGATWY GSP
DGAGSDGGACGYTNTVDKPPYSGMVTAAGSSLYNFGDGCGVCYEVKCTENEACSR
KPVTVTITDECPGCPSDEPHFDLSGTAFGAMAKPGQAEKLRDAGVLHIQYQKVKCNY
RGVTVEVRVDPGSNPYYFASTIEYTDGLGIESVKLKEQSGEWISLKQSWGAVWELNA
DNGLDPPLSLELIEAQSGDTLTLNNVIPRGWNPGQTYRSHVNFNN*

CDS (coding sequence)
>CqEXPB-03

ATGGCTCTTCTTTCTCATTACCTCTTTTCTTTAGTGTTTGTTTTGGATTTTGCTCTTC
TTTTTAATAGTTGTCTTTGTTTCAACCCTAAACTTTTGAATGTGTCCAAATATTATC
ATGACTCTTATTCCAATTGGTACCCTGCTGGTGCTACTTGGTATGGAAGTCCTGAT
GGCGCCGGAAGCGATGGTGGAGCGTGTGGATATACAAATACGGTGGATAAACCT
CCGTATTCTGGCATGGTTACAGCAGCTGGATCCTCATTATATAACTTTGGTGACGG
ATGTGGAGTTTGCTACGAGGTAAAATGTACGGAAAATGAAGCATGTTCGAGAAA
ACCAGTGACAGTGACGATAACAGATGAATGTCCAGGTTGCCCTTCGGACGAACCT
CATTTCGATTTAAGTGGAACAGCTTTTGGAGCCATGGCTAAGCCTGGCCAAGCTG
AAAAACTACGAGATGCTGGCGTGCTTCACATCCAATACCAAAAGGTAAAATGTA
ACTATCGAGGAGTAACCGTGGAGGTAAGAGTGGATCCGGGTTCGAACCCGTACT
ACTTTGCATCAACAATTGAGTATACGGATGGTTTGGGAATAGAAAGTGTGAAATT
GAAGGAGCAATCTGGTGAATGGATCTCCTTGAAACAATCGTGGGGTGCAGTTTGG
GAGCTGAATGCAGACAATGGTCTTGATCCTCCTCTGTCTTTGGAATTAATTGAAG
CTCAATCTGGAGACACTCTTACCTTAAACAATGTCATCCCTAGGGGCTGGAACCC
GGGCCAAACTTACCGTTCTCATGTTAATTTCAATAACTAA

Nucleotide
>CqEXPB-03

ATGGCTCTTCTTTCTCATTACCTCTTTTCTTTAGTGTTTGTTTTGGATTTTGCTCTTC
TTTTTAATAGTTGTCTTTGTTTCAACCCTAAACTTTTGAATGTGTCCAAATATTATC
ATGACTCTTATTCCAATTGGTACCCTGCTGGTGCTACTTGGTATGGAAGTCCTGAT




GGCGCCGGAAGCGATGGTAAATTTTTTACTCCTTTTATGGTTCACCATTTCCTTAT
ATTTAATACGGGTTGTCTAATATGTGACTGACTTTTATGAGATAATTAACAAGAC
GTGTGATTTATATGTTAGTTACAAACTTCTTTAACTTGTTTTGAGGGAAATACCTA
ATTCATCAAAAATAATCTTAGACGAAACACACATTGTTTGTTGTACTAATTAATA
ACTATATGATGTATATCACTATATATACGTAGGTGGAGCGTGTGGATATACAAAT
ACGGTGGATAAACCTCCGTATTCTGGCATGGTTACAGCAGCTGGATCCTCATTAT
ATAACTTTGGTGACGGATGTGGAGTTTGCTACGAGGTTAGTCTTTTTTTCAAATAT
ATATATATATATATATATATATATATATATATATATATATATATATATATATATAT
ATATATATATATATATATATATATATATATATATATATTTTGTGTGTGTGTGTTTA
GAGAGCCACAAGAGTGGATTGAGAATCAATTTCAGGATATCCTAGGGAGGAAGC
TCTAACCATTTGAACTACCCTCTAAGTAAAGCACTATAATTTTTGTACTAAATAAA
CAAGTTTATTGTATCATTGTTTAATCGTACAAGAATCCGTGTTTTTAATGACCCCT
TAAAAAGTCGATAAATATACCAATTGACAATATCGTCTTTATGTATATATGAAAA
TTTGATGGTATAAAATTTATTATCATTAATTTTTTTCGGATGACCTACTAGGTAAA
ATGTACGGAAAATGAAGCATGTTCGAGAAAACCAGTGACAGTGACGATAACAGA
TGAATGTCCAGGTTGCCCTTCGGACGAACCTCATTTCGATTTAAGTGGAACAGCT
TTTGGAGCCATGGCTAAGCCTGGCCAAGCTGAAAAACTACGAGATGCTGGCGTGC
TTCACATCCAATACCAAAAGTAAGAAACTACGAGTAATTAAATCAAATATGTCAC
TTTTCGAAAGATATTCTATACAACGATTACATAATGTACCATATAAGTTGTACAA
CCATTTCACAACCCCTAAGACTTTTGAGGGGTTGGGGAACCAATTTAAAAGAATA
ATAAACTATGTCATTATTTTATTGAATATAAGATGTATAGTATAATTAATTTAGTT
TTGAAAATTATAATTGGTGCAGGGTAAAATGTAACTATCGAGGAGTAACCGTGGA
GGTAAGAGTGGATCCGGGTTCGAACCCGTACTACTTTGCATCAACAATTGAGTAT
ACGGATGGTTTGGGAATAGAAAGTGTGAAATTGAAGGAGCAATCTGGTGAATGG
ATCTCCTTGAAACAATCGTGGGGTGCAGTTTGGGAGCTGAATGCAGACAATGGTC
TTGATCCTCCTCTGTCTTTGGAATTAATTGAAGCTCAATCTGGAGACACTCTTACC
TTAAACAATGTCATCCCTAGGGGCTGGAACCCGGGCCAAACTTACCGTTCTCATG
TTAATTTCAATAACTAA



