IDENTIFICATION

Species: Spirodela polyrhiza
Locus: Spipo11G0034600

Gene Model: Spipo11G0034600
Description: SpEXPB-02
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Spolyrhiza_v2
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Spolyrhiza_v2
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DOMAIN ARCHITECTURE

: 100 125 120 17s 200 225 20 218

Query seq.

binding site 4 Oy
specific hits Y Pollen_allerg_1

Superfanilies DPBB_RIpA_EXP_N-1ike superfamily Pollen_allerg_1 superfamily

List of domain hits .
+ Name Accession Description Interval E-value
[+ DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 52-170 3.39¢-69
[+ Pollen_allerg_1 pfam01357 Pollen allergen: This family contains allergens lol P1, Pll and Pll| from Lolium perenne 179-256 6.32¢-30

MAAVFSLLHLWLRCFFFLFVLPLSSNSHSCFAHSFNRRLLSSSNASAIAGVWSPAKAT
WYGSPNGGACGYGKRVEQPPFSSMIAAGGPSLFESGKACGSCYLVKCTGNRACSGD
PVTVVITDECPGGPCLAESAHFDMSGTAFGAMALPGQSDQLRGAGVLAVQFMRSEC
NYPGONVVFQVDAGSNPNYLAVLIEYEDGDGDLSSVHLGQSPDSSSWLPMQQSWGA
VWKINSGSALRAPFSFRLTSLTSGKTLVATDVIPVGWQPGETYRSLVNFSS*

CDS (coding sequence)
>SpEXPB-02

ATGGCGGCAGTCTTTTCTCTTCTTCACCTTTGGCTCCGCTGTTTCTTCTTCCTCTTC
GTACTTCCCCTATCCTCCAACTCCCATAGCTGCTTCGCTCACAGCTTCAATCGTAG
GCTCTTGTCATCTTCCAATGCCTCGGCCATCGCCGGTGTCTGGTCGCCGGCCAAGG
CCACCTGGTACGGGAGTCCAAACGGTGGAGCCTGTGGATACGGCAAACGCGTGG
AGCAACCTCCCTTCTCGTCCATGATCGCGGCCGGAGGACCCTCACTTTTCGAGTCC
GGCAAGGCGTGCGGTTCTTGTTATCTGGTCAAATGCACTGGGAACAGAGCTTGCT
CCGGCGACCCGGTGACGGTGGTGATCACCGACGAGTGCCCTGGAGGACCGTGCC
TCGCGGAATCCGCGCACTTCGACATGAGCGGTACCGCGTTTGGAGCCATGGCCCT
GCCTGGGCAGTCCGACCAGTTGCGCGGCGCCGGCGTGCTGGCCGTTCAGTTCATG
CGTTCAGAATGCAACTATCCGGGGCAGAACGTCGTCTTCCAGGTTGACGCTGGTT
CCAACCCCAACTACCTGGCGGTGCTCATCGAGTACGAGGACGGCGACGGCGATCT
CTCGTCTGTTCACCTCGGTCAGTCGCCGGACTCCAGTTCGTGGCTTCCCATGCAAC
AGTCATGGGGTGCCGTGTGGAAAATCAATTCGGGTTCGGCCTTACGGGCACCGTT
CTCCTTCCGGCTGACCTCGCTCACGTCCGGCAAGACGCTCGTCGCCACCGACGTG
ATTCCGGTCGGGTGGCAGCCAGGAGAGACGTACAGGTCCTTGGTGAACTTCAGCA
GTTGA

Nucleotide
>SpEXPB-02

ATGGCGGCAGTCTTTTCTCTTCTTCACCTTTGGCTCCGCTGTTTCTTCTTCCTCTTC
GTACTTCCCCTATCCTCCAACTCCCATAGCTGCTTCGCTCACAGCTTCAATCGTAG



GCTCTTGTCATCTTCCAATGCCTCGGCCATCGCCGGTGTCTGGTCGCCGGCCAAGG
CCACCTGGTACGGGAGTCCAAACGGTGCCGGGAGCGACGGTCATATCTCTTCATC
TTCGTAAGGTACCTTATGCATCCAGAAGCGATACGTTTCTCTGAAGATTCTTTGAC
TCCCCATACAGGTGGAGCCTGTGGATACGGCAAACGCGTGGAGCAACCTCCCTTC
TCGTCCATGATCGCGGCCGGAGGACCCTCACTTTTCGAGTCCGGCAAGGCGTGCG
GTTCTTGTTATCTGGTGGAGAAATAAGACTAAGCACCATTATCTTTCACTCCTTGC
TTGAGATGAGATTAAGGACCATTCTTTGAATTCGATGGGCGGCAGGTCAAATGCA
CTGGGAACAGAGCTTGCTCCGGCGACCCGGTGACGGTGGTGATCACCGACGAGT
GCCCTGGAGGACCGTGCCTCGCGGAATCCGCGCACTTCGACATGAGCGGTACCGC
GTTTGGAGCCATGGCCCTGCCTGGGCAGTCCGACCAGTTGCGCGGCGCCGGLCGTG
CTGGCCGTTCAGTTCATGCGGTAGGTCTTTGGACGAGTATATTATTGGAGTTTGTT
GTTGGAAATAGTACAGCAAAAACATAATTTGGTAAATATTCCAAATTTCATAAAC
CGGTATGTGCGGCAGATTACTTTTCGTCTGTATTATTCCATGCCACCAAAGCCTTT
GTGAACGATGAAATTGAAACGATGAAAGAATTCTGTCACATCACAAAAAGTGTT
ATATTCTGTTGATTAGCCTTTAATTTATTATTATTATTACTATGGTATAATGCTAAA
AGGCCATTTCTATTAGGCTAGAAGGCCTTACTCTCGTGATGGTTCTTCACTCTCAA
TATCTGCAGTTCAGAATGCAACTATCCGGGGCAGAACGTCGTCTTCCAGGTTGAC
GCTGGTTCCAACCCCAACTACCTGGCGGTGCTCATCGAGTACGAGGACGGCGACG
GCGATCTCTCGTCTGTTCACCTCGGTCAGTCGCCGGACTCCAGTTCGTGGCTTCCC
ATGCAACAGTCATGGGGTGCCGTGTGGAAAATCAATTCGGGTTCGGCCTTACGGG
CACCGTTCTCCTTCCGGCTGACCTCGCTCACGTCCGGCAAGACGCTCGTCGCCACC
GACGTGATTCCGGTCGGGTGGCAGCCAGGAGAGACGTACAGGTCCTTGGTGAAC
TTCAGCAGTTGA



