
IDENTIFICATION 

Species: Kalanchoe laxiflora 

Locus: Kalax.0099s0086 

Gene Model: Kalax.0099s0086.1.p 

Description: KlEXPB-05 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1   
KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>KlEXPB-05 

MVNSVNLAGQLGQNLPMYVLFISCLMLMSYSTRCGFDGSTDPYADDVIIDSNVTLRS

YVDAVASEWGPAVATWYGEPDGFGSDGGACGYGADVGKAPFSSMVSAGGPSLFLS

GKGCGTCYQVKCNANGACSGNPVTVVITDNCAGGPCSSDATHFDLSGTAFGALASS

GQEDTLRNAGSIDIEFQRVECSYPGTPLTFKIDSGSNPNYLAVLIEYVSGDGDLAQVEL

QETSVSDGWLPMQQSWGAVWALNSGSPLQGSFSIRITTSAADSLVAENVIPADWAA

GESYTADVSF* 

CDS (coding sequence) 

>KlEXPB-05 

ATGGTCAACTCAGTCAACTTGGCTGGTCAACTAGGTCAAAACCTGCCCATGTACG

TGCTCTTCATCAGCTGTCTCATGCTCATGAGCTACTCAACTCGCTGCGGCTTTGAT

GGAAGCACCGATCCTTATGCTGATGACGTCATCATTGACAGTAATGTCACGCTCA

GGTCGTACGTGGACGCCGTGGCGAGCGAATGGGGGCCGGCTGTGGCCACCTGGT

ACGGGGAGCCCGACGGCTTCGGAAGCGACGGCGGGGCTTGCGGATACGGAGCGG

ACGTGGGGAAGGCTCCGTTTTCGTCGATGGTGTCGGCCGGAGGCCCGTCGCTGTT

CCTCTCCGGAAAAGGCTGCGGCACTTGCTATCAGGTGAAATGTAACGCCAACGGT

GCGTGCTCCGGAAATCCGGTGACGGTGGTCATCACGGACAATTGCGCCGGTGGAC

CTTGCTCCTCCGATGCCACCCATTTCGATCTCAGCGGGACAGCCTTCGGAGCCCTC

GCCTCCTCCGGCCAGGAGGATACGTTACGTAATGCTGGAAGCATCGATATCGAAT

TTCAAAGAGTTGAATGCAGTTATCCCGGAACACCGTTGACCTTCAAGATTGACAG

CGGCTCCAACCCCAACTACTTGGCCGTGCTGATCGAGTACGTCTCCGGAGACGGC

GACCTGGCCCAGGTCGAGCTGCAGGAGACTTCCGTCTCGGACGGCTGGCTCCCCA

TGCAGCAATCTTGGGGCGCGGTCTGGGCGCTCAACTCCGGATCCCCTCTCCAGGG

CTCGTTCTCCATCCGGATCACCACCTCCGCGGCTGATTCTCTAGTGGCTGAAAATG

TCATCCCGGCCGATTGGGCGGCCGGAGAGAGTTACACGGCTGATGTCAGCTTCTG

A 

 

 



Nucleotide 

>KlEXPB-05 

ATGGTCAACTCAGTCAACTTGGCTGGTCAACTAGGTCAAAACCTGCCCATGTACG

TGCTCTTCATCAGCTGTCTCATGCTCATGAGCTACTCAACTCGCTGCGGCTTTGAT

GGAAGCACCGATCCTTATGCTGATGACGTCATCATTGACAGTAATGTCACGCTCA

GGTCGTACGTGGACGCCGTGGCGAGCGAATGGGGGCCGGCTGTGGCCACCTGGT

ACGGGGAGCCCGACGGCTTCGGAAGCGACGGTAACTGAAAATTGATTCAATGAA

AATTAATGCAATCTTAGCTTGTGTTCGAATGATAGTTTAAATTATTATTTGATGCC

GTGTAGGCGGGGCTTGCGGATACGGAGCGGACGTGGGGAAGGCTCCGTTTTCGTC

GATGGTGTCGGCCGGAGGCCCGTCGCTGTTCCTCTCCGGAAAAGGCTGCGGCACT

TGCTATCAGGTGCGATATTGATATGACCATGCATGTATAAAGCCTCCAAGAAATG

ATGCCTATATGGAACAGCATTTCACATTTTAGCGACCAAATTAAACCTTCAGCGA

CAAAATTTTGACAATTGGCGACGAAATTGTCCTCATATATTTGTTGGGTTGGATTT

GATCATTTGATGCAAGTAACTTGTAAGAAATGGAAACATAATTTTGGTGCTTTTC

CATTGATAGGTGAAATGTAACGCCAACGGTGCGTGCTCCGGAAATCCGGTGACG

GTGGTCATCACGGACAATTGCGCCGGTGGACCTTGCTCCTCCGATGCCACCCATT

TCGATCTCAGCGGGACAGCCTTCGGAGCCCTCGCCTCCTCCGGCCAGGAGGATAC

GTTACGTAATGCTGGAAGCATCGATATCGAATTTCAAAGGTCATAAAAAATGTTA

ATTAGATCGACAACTTTATAATGGTATATATAATTATCTTTTTAAAAAAAATTAAA

TATATTGAACTGAGTTGAACTGGACTGATATGCAATTTATTATGATGCAGAGTTG

AATGCAGTTATCCCGGAACACCGTTGACCTTCAAGATTGACAGCGGCTCCAACCC

CAACTACTTGGCCGTGCTGATCGAGTACGTCTCCGGAGACGGCGACCTGGCCCAG

GTCGAGCTGCAGGAGACTTCCGTCTCGGACGGCTGGCTCCCCATGCAGCAATCTT

GGGGCGCGGTCTGGGCGCTCAACTCCGGATCCCCTCTCCAGGGCTCGTTCTCCAT

CCGGATCACCACCTCCGCGGCTGATTCTCTAGTGGCTGAAAATGTCATCCCGGCC

GATTGGGCGGCCGGAGAGAGTTACACGGCTGATGTCAGCTTCTGA 




