
IDENTIFICATION 

Species: Brachypodium stacei 

Locus: Brast02G245000 

Gene Model: Brast02G245000.1.p 

Description: BstEXPB-04 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Bstacei_v1_1  

EXTERNAL RESOURCES 

https://brachypodium.org/  
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GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>BstEXPB-04 

MHCPFITSLVRQNFHRMYTSNRVLCVASKLQLLSFIVITVAVSSLFHPCASVEFQHELS

SWSGGIATWYGDANGAGSEGGACGYQYAVDQPPFSSMIAAGSPFIYDSGDGCGSCY

RVMCGGNEACSGIPVTVVITDQGPGGPCLSELVDGQCQNEAAHFDMSGTAFGAMAK

PGQADQLRGAGLLQIQYTRVQCDWTGVGLTFKVDTGSNPNYLAVLVEYEDSDSDLA

AVDLMPSSTGATSAWIPMQQSWGAVWKLNSGSALQGPFSIRLTFRSGKMLVAGNAI

PAGWNPGIAYQPGGIAVRNGHRASSGCRDYVLYHYLLLFVILLQL* 

CDS (coding sequence) 

>BstEXPB-04 

ATGCACTGTCCATTCATTACATCCCTAGTTAGACAAAATTTTCATCGAATGTACAC

ATCCAATAGAGTGCTGTGTGTGGCTTCCAAGCTTCAGCTCTTGTCCTTCATTGTCA

TTACAGTTGCTGTCAGTTCGCTCTTTCACCCTTGTGCATCCGTTGAGTTCCAGCAT

GAGCTCTCCAGCTGGTCCGGTGGCATCGCTACGTGGTACGGTGACGCTAATGGTG

CTGGAAGTGAAGGTGGTGCATGTGGATACCAGTATGCTGTTGACCAGCCGCCATT

CTCATCCATGATTGCCGCTGGCAGCCCTTTCATATATGATTCTGGCGATGGCTGTG

GGTCGTGCTACCGGGTTATGTGTGGTGGCAATGAAGCTTGCTCTGGTATTCCAGT

GACTGTCGTCATCACGGACCAGGGCCCTGGTGGGCCATGCCTGAGCGAGCTAGTG

GACGGCCAGTGCCAGAATGAGGCAGCCCATTTTGACATGAGTGGAACGGCATTT

GGTGCCATGGCGAAGCCTGGCCAGGCTGACCAACTCCGCGGAGCTGGCCTCCTGC

AAATCCAATATACCCGTGTGCAGTGTGACTGGACTGGAGTAGGCTTGACCTTCAA

AGTGGACACCGGCTCAAACCCAAACTACCTCGCTGTGCTCGTCGAGTATGAGGAC

AGTGACAGTGACCTTGCGGCTGTCGATCTCATGCCGAGCAGCACTGGGGCGACAT

CAGCGTGGATCCCAATGCAGCAGTCCTGGGGAGCGGTGTGGAAACTCAACTCCG

GCTCCGCCCTCCAGGGGCCGTTCTCCATACGCCTGACGTTCAGGTCTGGCAAGAT

GCTCGTTGCCGGCAATGCCATACCTGCCGGGTGGAACCCTGGCATTGCGTACCAA

CCAGGCGGCATTGCAGTGAGGAATGGTCACCGGGCGAGCAGTGGCTGTCGGGAC

TATGTGCTGTACCACTATCTACTGTTGTTTGTGATATTACTTCAGCTGTGA 

 

 



Nucleotide 

>BstEXPB-04 

ATATTTCTATTCAATGATATTTGGTTATATTTATGATTTTGATCACATTAGTCACAT

AGTATTAATAAAGTAATTTGTGGTCAAAAGTTTGGTCGACCGAAATCTATACCTT

CTATTGTTGAACGAAGCGAGTACAAATTTGGCTCGAGCGTCTTCTCTCGAGCTAG

CTGAAAGTGAGGAGAAGTGTTTGTCTCAAGCAGAACCTCAGAATCTCTAGTAAAG

GCACCCAAAAGTCGCTGTAAACCCCGCGTTCTCTCCAAAACGTTTTCCCTCTCTAG

ACAACCGACGAAGCAAGAGGGCAAGCCCCAACGGCGAACAGCGACCGACGGCG

CGCGGTGGTAGACAGCGGCAGGCGGCGCACGGGTCGACGCCGCAGGTAAGTTCC

CTCTCCCGCCTGCTCTTCTCCAGCCCCTCGCGCCATTCTCCATCTACCACTACCAC

GCCGCCAATCCGCCCCCCACCTCCCGCGTCCCCTCCGTCTCCAGTGCGGCGGTTCA

CGCCGAGCTCGACCAGCTCCCGAGGCATGCTCGCCGTTGGCCCCTTCCCCTTCCA

AATCCCATGGAGCAGAGCCCCTAGCCCCCATCCTCACCTCCTCCGCATCCCTTCCT

TCTCCGATGCGGCTCGAGCTGGACAAAGCTCCACCTGCACGCTGCACCCCATGGC

GTGCTCCCCGTCGCCCCTTCCCCTTCCAAACCTCATTCAGCAGAAGCCCTATGGAA

TGAGCACAAAACCCTAGATTTCTTACAAGTTCTTTCATCCATCAATTTTATTTCTT

GTCTCTTTTCTTTTCACACAGAGTATTTGAAGCATTGGACTGATTGATGTATGGCT

GACGCCTGCCTCCAAACTTGATGTATGGTTGCGGCTATGTACGGTTCATCTTGTGA

ACATTCTTGCTGCTATGTATAGTTGCGGTTATCAGGTTATGCATGGTTCATGTTGT

GAACATTTTGTGTGAGCTGATGAACAATGCTATCTATTGTTGTTGTGATGATTTTT

TTTTACTTTGATTAGTCTTGTCAGAAATGCTGCTGCTGATATTTTGCACATTTTCTA

GACTTTTATATAATATCGAGTCTGTTAAGAACATTTTAACAAAATTTTATTTCACG

CTAACAACCATCCGATCCAATCACTGAGATTCGTGCAAGATTCATACAACTATAA

ATGATGAAAAATCTTAATTGGATGGCTATGATCGTTGACTGAGAAATAAAAATAT

ATGCACTGATAATTCATTTTCATGCATGTCTGGACTGTACAATATTCAAACTTAGA

AAAATTACAATTCATGTCATAGGTACATCCAGACAGGAATTGAAATTGGAACTGC

CTTTTCTCTTTGATTTCAACTTTTTTCCATGTATTCCCAGGCAAAGGAGAACCCAT

GCACTGTCCATTCATTACATCCCTAGTTAGACAAAATTTTCATCGAATGTACACAT

CCAATAGGTAACATGCACTTCTTCTTTATGCTTGTCTTCTATCTCTCCTTGCAAGC

ATACACTATCTTTGACCTTACCAGCCAAAGCTAATTTTCAGAGTGCTGTGTGTGGC

TTCCAAGCTTCAGCTCTTGTCCTTCATTGTCATTACAGTTGCTGTCAGTTCGCTCTT

TCACCCTTGTGCATCCGTTGAGTTCCAGCATGAGCTCTCCAGCTGGTCCGGTGGCA

TCGCTACGTGGTACGGTGACGCTAATGGTGCTGGAAGTGAAGGTAATAGATATCC

GAGAGATGCTAGCTCTGCCCAAACTGGCGCCTGACTGTCTGGTGTAGTAAATTAA

TTTCTGATGTATGCATGCCTCAACTATATGTGCTGTAGGTGGTGCATGTGGATACC

AGTATGCTGTTGACCAGCCGCCATTCTCATCCATGATTGCCGCTGGCAGCCCTTTC

ATATATGATTCTGGCGATGGCTGTGGGTCGTGCTACCGGGTGCGTGCAGCTCTAT

GCAGCTGAGGCCATGAGCATGATTGCAACTGTCTGTCATTTGACATTTGGAAATC

TTGATTTGTCAGGTTATGTGTGGTGGCAATGAAGCTTGCTCTGGTATTCCAGTGAC

TGTCGTCATCACGGACCAGGGCCCTGGTGGGCCATGCCTGAGCGAGCTAGTGGAC

GGCCAGTGCCAGAATGAGGCAGCCCATTTTGACATGAGTGGAACGGCATTTGGTG

CCATGGCGAAGCCTGGCCAGGCTGACCAACTCCGCGGAGCTGGCCTCCTGCAAAT

CCAATATACCCGGTAATGCATCGATGAACATAGATCGTAGTTACTTTACAGGCCT

CTTGCAACAGATATATTGTTTCCATTAATCTGTTGTGTTAGCAATTTATCGTACCA

GTGTGCAGTGTGACTGGACTGGAGTAGGCTTGACCTTCAAAGTGGACACCGGCTC

AAACCCAAACTACCTCGCTGTGCTCGTCGAGTATGAGGACAGTGACAGTGACCTT



GCGGCTGTCGATCTCATGCCGAGCAGCACTGGGGCGACATCAGCGTGGATCCCAA

TGCAGCAGTCCTGGGGAGCGGTGTGGAAACTCAACTCCGGCTCCGCCCTCCAGGG

GCCGTTCTCCATACGCCTGACGTTCAGGTCTGGCAAGATGCTCGTTGCCGGCAAT

GCCATACCTGCCGGGTGGAACCCTGGCATTGCGTACCAACCAGGCGGCATTGCAG

TGAGGAATGGTCACCGGGCGAGCAGTGGCTGTCGGGACTATGTGCTGTACCACTA

TCTACTGTTGTTTGTGATATTACTTCAGCTGTGATGTGATCTGGTCTGGTAGTTCT

ATGTGTCATTTGTCTACGATTAACAGAGTGGATGGATGTATTAGCGGTGTTCCTCT

TGTAGCTTTGAGGATGGATTACCCCTTCATGTGATTTCTTTGAGCAGCATGCAACT

ATTCTGACATCTTGCTAGTGCAGTTTTGTTTGGACAATCTCAGTGTAAGTGGTTGA

TTAAACTGACTGGGTAGGTGAAGCG 


