IDENTIFICATION

Species: Panicum hallii HAL

Locus: PhHAL.9G404500

Gene Model: PhHAL.9G404500.1.p
Description: PhhEXPB-23

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/PhalliiHAL _v2_1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1
http://www.ocri-genomics.org/bolbase/login.htm
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List of domain hits d
Name Accession Description Interval E-value
[+ DPBB_EXPB_N 22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 39-162 1.37e-78
[+ Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol P, Pll and Plll from Lolium perenne. 170-252 5.12e-26

>PhhEXPB-23

MMPAAVIVSSSKVAAAALAFALFAVLASYAEAAKPGGGWLPAKATWYGAPNGAGP
DDNGGACGFKHTNQYPYMSMTSCGNEPLFKDGKGCGACYQIRCLNSTHDACSGRA
KRVIITDMNYYPVSKYHFDLSGTAFGAMAKTGLNDKLRHAGILDIQFRRVPCNYKGL
TVNFRVQVGSNPNYFAVLVQYAGKDGAVVQVDLMETDGATGRPTGAWTPMRVSW
GAVWRLDTSRPLRAPFSLRIRSDSGKTLVADNVIPADWKPMTDYPSSVQFP*

CDS (coding sequence)
>PhhEXPB-23

ATGATGCCAGCCGCCGTGATCGTCTCCTCATCCAAGGTGGCTGCTGCGGCACTCG
CCTTCGCGCTGTTCGCCGTGCTTGCCTCGTACGCCGAGGCCGCGAAGCCCGGLCGG
CGGCTGGCTCCCCGCCAAGGCCACCTGGTACGGCGCGLCCCAACGGLGLLGGLLCC
GACGACAACGGCGGCGCGTGCGGGTTCAAGCACACCAACCAGTACCCCTACATG
TCCATGACGTCGTGCGGGAACGAGCCCCTGTTCAAGGACGGCAAGGGCTGCGGC
GCGTGCTACCAGATACGGTGCCTGAACAGCACCCACGACGCGTGLTCCGGLCGG
GCGAAGCGCGTGATCATCACGGACATGAACTACTACCCGGTGTCCAAGTACCACT
TCGACCTCAGCGGCACGGCGTTCGGCGCCATGGCCAAGACGGGGCTCAACGACA
AGCTCCGGCACGCCGGCATCCTGGACATCCAGTTCCGGCGGGTGCCCTGCAACTA
CAAGGGCCTGACCGTCAACTTCCGCGTCCAGGTGGGGTCCAACCCCAACTACTTC
GCCGTGCTGGTGCAGTACGCCGGCAAGGACGGCGCCGTGGTGCAGGTCGACCTC
ATGGAGACCGACGGCGCCACGGGGCGGCCGACGGGGGCGTGGACGCCGATGLGL
GTGTCGTGGGGCGCCGTGTGGCGGCTGGACACCAGCCGCCLCGLCTGLGGGLGLLCT
TCTCGCTGCGCATCCGCAGCGACTCCGGCAAGACGCTGGTGGCCGACAACGTCAT
CCCGGCGGACTGGAAGCCCATGACCGACTACCCATCCTCCGTCCAGTTCCCCTGA

Nucleotide
>PhhEXPB-23

AGGCACAACATACGAGCACTACTAATCCCTGAGCTGGTAATACGATCGAGCTGA
GATGATGCCAGCCGCCGTGATCGTCTCCTCATCCAAGGTGGCTGCTGCGGCACTC
GCCTTCGCGCTGTTCGCCGTGCTTGCCTCGTACGCCGAGGCCGCGAAGCCCGGCG



GCGGCTGGCTCCCCGCCAAGGCCACCTGGTACGGCGCGCLCCAACGGLGLLGGLC
CCGACGACAACGGTATGCACGAGCAAAGCGTGCCCGGCCGCGCACCTGTCGTTTT
TCCGCCGTCCCAATGTCAATGTGCGAGTGTCTGACGTGTCCTGTTTGCAGGCGGC
GCGTGCGGGTTCAAGCACACCAACCAGTACCCCTACATGTCCATGACGTCGTGCG
GGAACGAGCCCCTGTTCAAGGACGGCAAGGGCTGCGGCGCGTGCTACCAGGTAC
TACTGTGTGTAGACAGGTCAAAGCACCGGGTGCGGTAGGCACGTCTTCTCACGCC
CTGTTGTCCGATTTTGAACCCCAGATACGGTGCCTGAACAGCACCCACGACGCGT
GCTCCGGCCGGGCGAAGCGCGTGATCATCACGGACATGAACTACTACCCGGTGTC
CAAGTACCACTTCGACCTCAGCGGCACGGCGTTCGGCGCCATGGCCAAGACGGEG
GCTCAACGACAAGCTCCGGCACGCCGGCATCCTGGACATCCAGTTCCGGCGGGTG
CCCTGCAACTACAAGGGCCTGACCGTCAACTTCCGCGTCCAGGTGGGGTCCAACC
CCAACTACTTCGCCGTGCTGGTGCAGTACGCCGGCAAGGACGGCGCCGTGGTGCA
GGTCGACCTCATGGAGACCGACGGCGCCACGGGGCGGCCGACGGGGGLCGTGGAC
GCCGATGCGCGTGTCGTGGGGCGCCGTGTGGCGGCTGGACACCAGCCGCCLCGLTG
CGGGCGCCCTTCTCGCTGCGCATCCGCAGCGACTCCGGCAAGACGCTGGTGGCCG
ACAACGTCATCCCGGCGGACTGGAAGCCCATGACCGACTACCCATCCTCCGTCCA
GTTCCCCTGAAACCGCAGCCGCATGGTGCAAGCGAATTAATCGTCCCTGATTGAA
GCATTGTTGCTCGTCAGATACCCCGATCCATTGTTTAGTGTTGTCATCGTATAGTA
CGTACGTGTCTTGGGAGATTTGGAGGAGGCAACGTGATCTCCCCGCCCACGATCG
CAACTTTGAAATATACCATGCTGTGTGTGTGTAATGTAATAGACATACCATATAC
TACTGTACGTGTCAAGTTGGCAAACGCGCGTGCACACATGATGATCC





