IDENTIFICATION

Species: Boechera stricta

Locus: Bostr.13158s0057

Gene Model: Bostr.13158s0057.1.p
Description: BosEXPB-03
Family: Beta Expansin

3D structure:

GENOME DATABASES
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KEGG:-
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Query seq,
Specific hits
Superfanilies

PLNO3023
DPBB_RIpA_EXP_N-1ike superfamily

List of domain hits .
Name Accession Description Interval  E-value
[+] DPBB_EXPB_N 422275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily, Beta-expansins 34-154 3.06e-64
[+] PLN03023 super family ci33621 Expansin-like B1; Provisional 9-258 442e-29

>BosEXPB-03

MASSSLKSFSFIVALTTFFAISLKPCSCHNKTHWNTAGITWY GDREGPGSTGGACGFG
DAVAKPPYKCMVSAGGPSLFKDGKGCGACYRLKCDHPLCTKKPIKVMISDECPGCT

KEAVHFDLSGKAFGALAKRGKGEQLRNLGELKVSYKRACCKHPKTKIAIHVDAGAN
PYYMSFAVKYANGDGNFACIEVQPAGGKYIKMEEMRSAVWKLNSGSPLKGPENIRL
TSAVSGKKIVAKCVIPEKWSPGAIYHSKVNFPVQKKPLHKKPVHKKHK*

CDS (coding sequence)
>BosEXPB-03

ATGGCTTCCTCATCTCTCAAATCTTTTTCTTTTATCGTTGCTCTTACAACTTTCTTT
GCAATCTCATTGAAGCCATGTTCTTGCCACAATAAAACCCACTGGAACACCGCCG
GTATCACGTGGTATGGCGACCGAGAAGGTCCGGGCAGCACAGGAGGAGCTTGTG
GATTTGGTGATGCAGTGGCAAAGCCACCGTACAAATGTATGGTTTCAGCCGGAGG
ACCTTCATTGTTCAAAGATGGAAAGGGTTGCGGGGCATGTTATAGGCTTAAGTGC
GACCATCCGTTGTGCACGAAAAAGCCGATCAAGGTGATGATATCGGATGAGTGTC
CCGGCTGCACGAAGGAGGCTGTCCATTTTGATCTTAGCGGTAAGGCCTTTGGTGC
ATTGGCCAAACGTGGTAAGGGCGAACAATTACGCAACCTTGGGGAGCTAAAAGT
TAGTTACAAACGTGCATGTTGCAAACACCCAAAGACTAAGATCGCTATCCATGTC
GACGCCGGAGCAAATCCTTACTACATGTCATTCGCCGTTAAGTATGCAAACGGTG
ACGGGAACTTCGCCTGTATCGAGGTCCAACCGGCCGGAGGAAAGTACATTAAAA
TGGAGGAAATGAGATCCGCCGTTTGGAAACTAAACTCTGGTTCTCCTTTGAAAGG
TCCGTTCAACATTAGGCTTACCTCCGCCGTGTCTGGTAAGAAGATCGTTGCGAAA
TGCGTTATCCCGGAAAAGTGGAGTCCTGGTGCTATTTACCATTCCAAGGTTAACTT
CCCCGTTCAAAAGAAGCCCCTTCACAAGAAGCCCGTTCACAAGAAGCACAAATG
A

Nucleotide
>BosEXPB-03

AAAAAAACACCTAATAAAATATATATAAACTCCAAAAAAAAAATCTGTATCGAT
TCAAGATCTAAATTAAACATGGCTTCCTCATCTCTCAAATCTTTTTCTTTTATCGTT




GCTCTTACAACTTTCTTTGCAATCTCATTGAAGCCATGTTCTTGCCACAATAAAAC
CCACTGGAACACCGCCGGTATCACGTGGTATGGCGACCGAGAAGGTCCGGGCAG
CACAGGTAATTAATCAAACCATTAATTGTTCCAATACACTAATAAAACTTGAAAA
TATCTTAAAATCTATATACAGGAGGAGCTTGTGGATTTGGTGATGCAGTGGCAAA
GCCACCGTACAAATGTATGGTTTCAGCCGGAGGACCTTCATTGTTCAAAGATGGA
AAGGGTTGCGGGGCATGTTATAGGGTATTTTTATATAACAATTTCAGTTAATCGG
ATATCATATTGGGATGTATAACTATATACTAATCATGTTATATGGTATTTATATAT
AACAATTGAAGTTAATTGGATATCATATTGCAATGTATAACTATACTAATCATGTT
TATTTGTTATAGCTTAAGTGCGACCATCCGTTGTGCACGAAAAAGCCGATCAAGG
TGATGATATCGGATGAGTGTCCCGGCTGCACGAAGGAGGCTGTCCATTTTGATCT
TAGCGGTAAGGCCTTTGGTGCATTGGCCAAACGTGGTAAGGGCGAACAATTACGC
AACCTTGGGGAGCTAAAAGTTAGTTACAAACGGTACGTATTGTCAAAACCTGATT
CGATTCGGTTTAGTCCGTTTTTTTTGATAAAAAAATAGCCAAAAATATAAATAGT
CATTTAAAACTAATGTTATAATAGTTTAGTAGAATTAAATCTAGTTTTATTTAAAT
ATAAAATTTTAGTGACTTTCGATTTATTTTGTTATATTTCCATTAAAATATATTTTG
GATCTATTTTGTTGGTATGAATGAATAAACTATATTGATGTTGTATTATTAAATAA
ATACTCATTAAACATATAAAAGTTCAATATTGAATTTCGGTATATATACGCCGAA
CAATTTTTTCATGCATGTATCGACGATTGCTGATAAAACAACAGACTCAATTCTA
ATCAATATCATACATATACATTTGCAGTGCATGTTGCAAACACCCAAAGACTAAG
ATCGCTATCCATGTCGACGCCGGAGCAAATCCTTACTACATGTCATTCGCCGTTA
AGTATGCAAACGGTGACGGGAACTTCGCCTGTATCGAGGTCCAACCGGCCGGAG
GAAAGTACATTAAAATGGAGGAAATGAGATCCGCCGTTTGGAAACTAAACTCTG
GTTCTCCTTTGAAAGGTCCGTTCAACATTAGGCTTACCTCCGCCGTGTCTGGTAAG
AAGATCGTTGCGAAATGCGTTATCCCGGAAAAGTGGAGTCCTGGTGCTATTTACC
ATTCCAAGGTTAACTTCCCCGTTCAAAAGAAGCCCCTTCACAAGAAGCCCGTTCA
CAAGAAGCACAAATGATTCAATTTTTCTTCCCCCTAAACGAATTGTAACGTTTGA
AAGCAAAAGGGGTAATATAAACTAGTAATTGATATAGTATACTAATTTGAAAATA
TTCTAACTAATTAAGATGTTCATATGGGCTTAGAGTTGTTGTCGCTCGGCTAAAAC
GGCCCATGATTTTATAAATGGAAGACGGTTTGGT






