IDENTIFICATION

Species: Sorghum bicolor Rio
Locus: SbRi0.10G006800

Gene Model: SbRi0.10G006800.1.p
Description: SbrEXPA-30

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/SbicolorRio_v2_1
KEGG:-

EXTERNAL RESOURCES
https://www.sorghumbase.org/post/sorghum-bicolor-rio



https://phytozome-next.jgi.doe.gov/info/SbicolorRio_v2_1
https://www.sorghumbase.org/post/sorghum-bicolor-rio

GENE STRUCTURE

ShIEXPA-30
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Legend:

Exon — Intron

DOMAIN ARCHITECTURE
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Query seq,
specific hits L Pollen_allerg_1
Superfanilies DPBB_RIpA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits o

Name Accession Description Interval E-value
[+ DFBB_EXPA_N d22274 N-terminal double-psi beta-barrel fold domain of the alpha-expansin subfamily; Alpha-expansins 42171 4.36e-70
[+] Polien_allerg_1 plam01357 Pollen allergen; This family contains allergens lol P1, PIl and PIll from Lolium perenne. 178-245 267e-12

SEQUENCES
Peptide
>ShrEXPA-30

MASSSRAPAMMVVVAAVIMAAAHLASGSGYDSAAAAPFTKSDWQDGSATFYGQDS
GLGADFGGACGYGANDILSLYSTRTAALSTPLFASGAGCGQCYELRCVSSRWCNPGS
PSVVVTGTNLCPPNWNLPSDNGGWCNPPRRHFDMAPPSFLILAQRVAGIVPVQFRRV
PCQRSGGVRFYVQGNYYWLLLYVMNVGGSGDVGDLAVKRAGEPDCNYVPASRNW
GITYQVFAALGNSKGLVVRMTTYSLPRKIIVVDDAITAGWCTGLSYQGSNNFY™*

CDS (coding sequence)
>ShrEXPA-30

ATGGCGTCGTCGTCCAGGGCTCCGGCGATGATGGTGGTCGTCGCGGCCGTGATCA
TGGCGGCGGCACACCTCGCGAGCGGCAGCGGCTATGACAGTGCTGCGGCGGLGL
CTTTCACCAAGTCGGACTGGCAAGACGGCAGCGCCACCTTCTACGGCCAAGACTC
CGGCCTTGGCGCAGACTTCGGCGGCGCGTGCGGCTACGGCGCCAACGACATCCTG
TCGCTCTACTCGACGCGCACGGCGGCGCTGAGCACGCCGCTGTTCGCGAGCGGCG
CCGGGTGCGGGCAGTGCTACGAGCTGCGGTGCGTCAGCTCCCGGTGGTGCAACCC
GGGTTCGCCGTCCGTCGTCGTCACCGGCACCAACCTCTGCCCGCCCAACTGGAAC
CTCCCCAGCGACAACGGCGGCTGGTGCAACCCGCCGCGGAGGCACTTCGACATG
GCGCCGCCGTCCTTCCTCATCCTCGCGCAGCGCGTGGCGGGCATCGTCCCCGTGC
AGTTCCGCCGCGTCCCGTGCCAGCGCTCCGGCGGGGTCAGGTTCTACGTGCAGGG
CAACTACTACTGGCTCCTGCTCTACGTCATGAACGTCGGCGGCAGCGGCGACGTC
GGCGACCTCGCCGTCAAGAGGGCCGGCGAGCCGGACTGCAACTACGTGLCCGEG
TCGCGCAACTGGGGCATCACGTACCAGGTGTTCGCCGCGCTCGGCAACAGCAAG
GGCCTCGTCGTCAGGATGACCACCTACAGCTTGCCGCGGAAGATCATCGTCGTCG
ACGACGCCATCACCGCCGGGTGGTGCACTGGACTCTCCTACCAGGGATCCAACAA
CTTCTATTGA

Nucleotide
>ShrEXPA-30

ATGGCGTCGTCGTCCAGGGCTCCGGCGATGATGGTGGTCGTCGCGGCCGTGATCA
TGGCGGCGGCACACCTCGCGAGCGGCAGCGGCTATGACAGTGCTGCGGLGGLGL
CTTTCACCAAGTCGGACTGGCAAGACGGCAGCGCCACCTTCTACGGCCAAGACTC



CGGCCTTGGCGCAGACTTCGGTACGTAGCATGCGTTCATTTGAACTAATGCTGGA
GGGAGTCAAATGCTCATCATTGGAATGCAGGCGGCGCGTGCGGCTACGGCGCCA

ACGACATCCTGTCGCTCTACTCGACGCGCACGGCGGCGCTGAGCACGCCGCTGTT
CGCGAGCGGCGCCGGGTGCGGGCAGTGCTACGAGCTGCGGTGCGTCAGCTCCCG

GTGGTGCAACCCGGGTTCGCCGTCCGTCGTCGTCACCGGCACCAACCTCTGCCCG

CCCAACTGGAACCTCCCCAGCGACAACGGCGGCTGGTGCAACCCGCCGLCGGAGG

CACTTCGACATGGCGCCGCCGTCCTTCCTCATCCTCGCGCAGCGCGTGGCGGGCA
TCGTCCCCGTGCAGTTCCGCCGCGTCCCGTGCCAGCGCTCCGGCGGGGTCAGGTT

CTACGTGCAGGGCAACTACTACTGGCTCCTGCTCTACGTCATGAACGTCGGCGGC
AGCGGCGACGTCGGCGACCTCGCCGTCAAGAGGGCCGGCGAGCCGGACTGCAAC
TACGTGCCCGCGTCGCGCAACTGGGGCATCACGTACCAGGTGTTCGCCGCGCTCG
GCAACAGCAAGGGCCTCGTCGTCAGGATGACCACCTACAGCTTGCCGCGGAAGA

TCATCGTCGTCGACGACGCCATCACCGCCGGGTGGTGCACTGGACTCTCCTACCA
GGGATCCAACAACTTCTATTGA





