IDENTIFICATION

Species: Sorghum bicolor

Locus: Sobic.001G539940

Gene Model: Sobic.001G539940.1.p
Description: SbEXPB-22

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sbicolor v3 1 1
KEGG: https://www.genome.jp/entry/T01086

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Sbicolor_v3_1_1
https://www.genome.jp/entry/T01086
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Query seq. UK TGAGPOONGGACGYRDVNAPPNSHGACGNLP PG GOG SOFE TKCDKPRECSGEAYWH TOMNYED ] ARVHFOLAGTHAAAMAKKGEEERLRHAGT T CMOFRRYKOKYGERV TFHVERGSNPNYLALL VIKVWOGIWGYD TKEMGGOAYOPLHEWGH TWR-DE0KP TRFPYTVO L TTEGGTKTAVEDY IPECRKFOTTY TR
carbohydrate binding site | )

Specific hits N Pollen_allerg_1

Superfanilies DPBB_R1pA_EXP_N-1like superfamily Pollen_allerg_1 superfamily

List of domain hits e
Name Accession Description Interval E-value
[+ DPBB_EXPB_N 22275 N-ferminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansing 4115 3.04e-63
[+] Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol P1, Pll and PIil from Lolium perenne. 122-195 3.57e-23

RLHKPTGAGPDDNGGACGYKDVNKAPFNSKGACGNLPIFKDGLGCGSCFEIKCDKP
AECSGEAVVVHITDMNYEQIAAYHFDLAGTAFAAMAKKGEEEKLRKAGIIDMQFRR
VKCKYGEKVTFHVEKGSNPNYLALLVKYVDGDVVGVDIKEKGGDAYQPLKHSWGA
IWRKDSDKPIKFPVTVQITTEGGTKTAYEDVIPEGWKADTTYTAK*

CDS (coding sequence)
>ShEXPB-22

CGATTGCACAAGCCGACGGGCGCCGGCCCCGACGACAACGGTGGTGCGTGCGGEG
TACAAGGATGTGAACAAGGCCCCCTTCAACAGCAAGGGTGCGTGCGGCAACCTC
CCCATCTTCAAGGATGGCCTCGGCTGCGGCTCCTGCTTTGAGATCAAGTGTGACA
AGCCAGCCGAGTGCTCCGGCGAGGCCGTGGTGGTGCACATCACGGACATGAACT
ACGAGCAAATCGCCGCCTACCACTTCGACCTAGCCGGCACGGCGTTCGCCGCCAT
GGCCAAGAAGGGCGAGGAGGAGAAGCTGCGGAAGGCGGGCATCATCGACATGC
AGTTTCGTCGGGTCAAGTGCAAGTATGGCGAAAAGGTCACCTTCCATGTGGAGAA
GGGGAGCAACCCCAACTACCTGGCGCTGCTGGTCAAGTACGTCGACGGCGACGTT
GTGGGGGTGGACATCAAGGAGAAGGGTGGCGACGCTTACCAGCCCCTCAAGCAC
TCCTGGGGCGCTATCTGGAGGAAGGACAGCGACAAGCCAATCAAGTTCCCCGTC
ACCGTCCAAATCACCACGGAGGGAGGCACCAAGACCGCCTACGAAGACGTCATC
CCCGAAGGTTGGAAGGCCGACACCACCTACACCGCCAAATAA

Nucleotide
>ShEXPB-22

CGATTGCACAAGCCGACGGGCGCCGGCCCCGACGACAACGGTGGTGCGTGCGGEG
TACAAGGATGTGAACAAGGCCCCCTTCAACAGCAAGGGTGCGTGCGGCAACCTC
CCCATCTTCAAGGATGGCCTCGGCTGCGGCTCCTGCTTTGAGATCAAGTGTGACA
AGCCAGCCGAGTGCTCCGGCGAGGCCGTGGTGGTGCACATCACGGACATGAACT
ACGAGCAAATCGCCGCCTACCACTTCGACCTAGCCGGCACGGCGTTCGCCGCCAT
GGCCAAGAAGGGCGAGGAGGAGAAGCTGCGGAAGGCGGGCATCATCGACATGC
AGTTTCGTCGGGTCAAGTGCAAGTATGGCGAAAAGGTCACCTTCCATGTGGAGAA



GGGGAGCAACCCCAACTACCTGGCGCTGCTGGTCAAGTACGTCGACGGCGACGTT
GTGGGGGTGGACATCAAGGAGAAGGGTGGCGACGCTTACCAGCCCCTCAAGCAC
TCCTGGGGCGCTATCTGGAGGAAGGACAGCGACAAGCCAATCAAGTTCCCCGTC
ACCGTCCAAATCACCACGGAGGGAGGCACCAAGACCGCCTACGAAGACGTCATC
CCCGAAGGTTGGAAGGCCGACACCACCTACACCGCCAAATAA



