IDENTIFICATION

Species: Brachypodium stacei
Locus: Brast07G236800

Gene Model: Brast07G236800.1.p
Description: BStEXPA-27
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Bstacei vl 1
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Specific hits < Pollen_allerg_1 >

Superfanilies DPBB_EXLA_N

List of domain hits i
Name Accession Description Interval E-value
[+] DPBB_EXLA_N ¢d22276 N-terminal double-psi beta-barrel fold domain of the expansin-like A subfamily. Expansin-like 34-167 1.17e-28
[+] Pollen_allerg_1  pfam01357 Pollen allergen. This family contains allergens lol Pl, Pil and PIll from Lolium perenne 175-260  6.08e-08
Peptide

>BsStEXPA-27

MAAAQLLLLLLLVLTLLCLTVAAASASSSAASSYRCGWCRSRRSSVATASILPPDAAS
TGAAACGYGTPAAAASTGGFYLAAASAEFFRHGQAACGSCYQLRCRDGASCRKGG
VKVVVTGEIGTNRTASGGGGGRFMLPREAFAAMAAAVHGDLQQQEVDFRRIPCELH
KGRSLAVKVEETSSRNNKSGGRLALRFLFLGGQTDIAAVEVAPASSSSSSFSWRYLTR
KQGVWSTARAPAGPLRLRVVVTAGSGGKWLRADGEVIPAEWVPGRVYDTGLRVSE
FAMGTCSCSAGDEDEDEEGQGEEEFR*

CDS (coding sequence)
>BStEXPA-27

ATGGCCGCCGCCCAGCTGCTTCTTCTTCTTCTTCTAGTTCTAACCCTCCTCTGCCTC
ACGGTGGCCGCCGCGAGCGCCTCTTCATCCGCTGCCTCCTCGTACCGCTGCGGCT
GGTGCCGCAGCCGCCGCTCTAGTGTTGCTACCGCCTCCATCCTCCCTCCTGACGCC
GCCAGCACCGGCGCCGCCGCCTGCGGCTACGGGACGCCGGCAGCCGCAGLCCAGC
ACCGGCGGCTTCTACTTGGCCGCCGCCAGCGCCGAGTTCTTCCGCCATGGCCAAG
CTGCCTGCGGCTCATGCTACCAGCTGAGGTGCAGAGACGGGGCCTCGTGCAGAA
AGGGCGGCGTCAAGGTCGTCGTCACCGGCGAGATCGGGACCAACAGGACGGCAT
CCGGCGGCGGCGGAGGGAGGTTCATGCTTCCCAGGGAGGCCTTCGCCGCCATGG
CTGCCGCCGTCCATGGCGACCTGCAGCAGCAGGAGGTGGATTTCAGGAGGATCCC
CTGCGAGCTGCACAAGGGCAGGAGCCTGGCCGTGAAGGTGGAGGAGACGTCGAG
CAGGAACAACAAGAGCGGCGGCCGCCTCGCGCTCCGCTTCCTCTTCCTCGGCGGL
CAGACCGACATCGCCGCCGTCGAGGTCGCGCCTGCTTCTTCTTCTTCTTCTTCTTTT
TCATGGCGGTACCTGACGCGGAAGCAGGGAGTGTGGAGCACGGCGLCGGGLGLLCG
GCGGGGCCGCTGCGGCTGCGGGTGGTGGTGACGGCGGGGTCCGGCGGCAAGTGEG
CTGCGGGCCGACGGGGAAGTGATCCCCGCCGAGTGGGTTCCCGGCCGGGTCTAC
GATACCGGGCTCAGGGTGTCCGAATTCGCCATGGGCACTTGCTCCTGCTCCGCCG
GAGACGAAGACGAAGACGAAGAAGGCCAGGGGGAAGAGGAATTCAGATGA



Nucleotide
>BstEXPA-27

TCCACAGCCTTAGCACTCCTATATATATCCAGCTTCTAGCTAGTTCATGGCCCGCA
CGTCCCCTGACATGCCCTTAAGCTCACACGCTAGCTAGCTCACCAGATCAACCCA
TCGACGACGTACTTGGGTACTTGGGTACTTGGTTTGACGCCATGGCCGCCGCCCA
GCTGCTTCTTCTTCTTCTTCTAGTTCTAACCCTCCTCTGCCTCACGGTGGCCGCCGC
GAGCGCCTCTTCATCCGCTGCCTCCTCGTACCGCTGCGGCTGGTGCCGCAGCCGC
CGCTCTAGTGTTGCTACCGCCTCCATCCTCCCTCCTGACGCCGCCAGCACCGGCGC
CGCCGCCTGCGGCTACGGGACGCCGGCAGCCGCAGCCAGCACCGGCGGLTTCTA
CTTGGCCGCCGCCAGCGCCGAGTTCTTCCGCCATGGCCAAGCTGCCTGCGGCTCA
TGCTACCAGGTGCGCATCATAATTCATATCTCGACATTCGACAAGCGCTCTGTTG
ATCAATTCTTCTTCCAGGGCTAGCCAATCTCAATTATATATTCTTCAGAGAATTAA
TAACTCAACTTGTTCGACGTTGCTGCTGCAGCTGAGGTGCAGAGACGGGGCCTCG
TGCAGAAAGGGCGGCGTCAAGGTCGTCGTCACCGGCGAGATCGGGACCAACAGG
ACGGCATCCGGCGGCGGCGGAGGGAGGTTCATGCTTCCCAGGGAGGCCTTCGCC
GCCATGGCTGCCGCCGTCCATGGCGACCTGCAGCAGCAGGAGGTGGATTTCAGG
AGGATCCCCTGCGAGCTGCACAAGGGCAGGAGCCTGGCCGTGAAGGTGGAGGAG
ACGTCGAGCAGGAACAACAAGAGCGGCGGCCGCCTCGCGCTCCGCTTCCTCTTCC
TCGGCGGCCAGACCGACATCGCCGCCGTCGAGGTCGCGCCTGCTTCTTCTTCTTCT
TCTTCTTTTTCATGGCGGTACCTGACGCGGAAGCAGGGAGTGTGGAGCACGGCGC
GGGCGCCGGCGGGGCCGLCTGCGGCTGCGGGTGGTGGTGACGGLCGGGGTCCGGLG
GCAAGTGGCTGCGGGCCGACGGGGAAGTGATCCCCGCCGAGTGGGTTCCCGGLC
GGGTCTACGATACCGGGCTCAGGGTGTCCGAATTCGCCATGGGCACTTGCTCCTG
CTCCGCCGGAGACGAAGACGAAGACGAAGAAGGCCAGGGGGAAGAGGAATTCA
GATGATCGATCCACTGCACCGCGGAGCTAGCTATACCTACAAAGATATAACGATC
GACGACACGTACGGCTTGATCGGCCACAACGGCAACGACGACCGGATGCACGGA
CGGCTAGTGTCGGCCGATGTGCCCAGCGAGCCGTTGATAGGAGGCGTTGCAAGG
CAATAACTAGCCGACGATGCGGCGACCGGCCGGTGTCAAGCTTCATGCACTAGCC
CAGCGCAACAAAAAAAAGAGACGCCCACGGTATTAATTTCGTGTGTCTGAATGAT
GAGGACGTGAGATTTGGTTAGGACAACAACAAGAGCAAAACCTGTCTGCATGCC
CTGTCAATCGAACGGTGCATGTCTGGCCGTAAACCGGGGAGATTGGCTTGTAGCG
TCACGTGTGGCTCAATGATCGATATTACTTAGCACGTACTACGTGCATGCATGCCT
GTTTTGGTCTTGGGATCACATGACAATGTTACTGTTTTTGC



