
IDENTIFICATION 

Species: Linum usitatissimum 

Locus: Lus10037164 

Gene Model: Lus10037164 

Description: LusEXPA-23 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Lusitatissimum_v1_0  

KEGG: https://www.genome.jp/entry/D12016  

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Lusitatissimum_v1_0
https://www.genome.jp/entry/D12016


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>LusEXPA-23 

MGLAPFLAIMALTAAMASSVHGYGGRGGGRGGGGGNWVNAHATFYGGGDASGTM

GGACGYGNLYSQGYGTNTAALSTALFNNGLACGSCYEIKCVNDRRWCLPGSILITAT

NFCPPNSALPNNAGGWCNPPQHHFDLSQPVFQHIAQYKAGIVPVAYRRVACRRRGGI

RFTINGHSYFNLVLITNVGGAGDVHSVAIKGSRTGWQTMSRNWGQNWQSNSKLDG

QALSFKVTTSDGRSVVSYNVAPSRWSFGQTFAGAQFR* 

CDS (coding sequence) 

>LusEXPA-23 

ATGGGTCTTGCCCCATTCCTTGCAATAATGGCTCTGACGGCCGCAATGGCGTCTTC

TGTCCACGGCTACGGTGGCAGAGGTGGCGGCAGAGGAGGCGGCGGCGGCAACTG

GGTTAACGCTCATGCAACTTTCTACGGCGGCGGTGATGCATCAGGAACAATGGGT

GGGGCTTGTGGTTACGGGAACCTGTACAGTCAAGGCTATGGAACGAACACAGCT

GCGTTGAGCACGGCTCTGTTCAACAATGGACTTGCGTGTGGGTCCTGCTACGAGA

TTAAGTGCGTGAACGACCGGAGATGGTGCCTTCCCGGCTCAATTCTCATCACCGC

CACTAATTTCTGCCCGCCGAACAGTGCGTTGCCCAACAACGCCGGCGGGTGGTGT

AACCCTCCTCAGCACCACTTTGACCTCTCTCAGCCTGTCTTCCAGCACATTGCTCA

GTACAAGGCTGGAATCGTTCCGGTTGCTTACAGAAGGGTGGCCTGCAGGAGAAG

AGGAGGAATAAGGTTCACAATCAACGGCCACTCCTACTTCAACCTAGTCCTGATC

ACCAATGTCGGCGGGGCCGGTGACGTGCATTCGGTGGCAATCAAAGGATCAAGA

ACAGGATGGCAAACAATGTCGAGGAACTGGGGTCAAAATTGGCAAAGCAACAGC

AAGCTCGACGGTCAAGCTTTGTCCTTCAAAGTTACAACCAGTGATGGCCGCTCTG

TTGTGTCCTACAACGTCGCCCCTTCCCGTTGGTCGTTCGGCCAGACTTTTGCCGGC

GCTCAGTTCCGTTGA 

Nucleotide 

>LusEXPA-23 

ATGGGTCTTGCCCCATTCCTTGCAATAATGGCTCTGACGGCCGCAATGGCGTCTTC

TGTCCACGGCTACGGTGGCAGAGGTGGCGGCAGAGGAGGCGGCGGCGGCAACTG

GGTTAACGCTCATGCAACTTTCTACGGCGGCGGTGATGCATCAGGAACAATGGGT

ACATACGTCATTTCCATCTTATATATTTTCCTCTTGGGTCGACCAACTGGTCCAAC

CTATTACTCGACTGGTTCATGACATACTTACTCACATCGTTTGATCTTGCAAATTT



GTGGCAGGTGGGGCTTGTGGTTACGGGAACCTGTACAGTCAAGGCTATGGAACG

AACACAGCTGCGTTGAGCACGGCTCTGTTCAACAATGGACTTGCGTGTGGGTCCT

GCTACGAGATTAAGTGCGTGAACGACCGGAGATGGTGCCTTCCCGGCTCAATTCT

CATCACCGCCACTAATTTCTGCCCGCCGAACAGTGCGTTGCCCAACAACGCCGGC

GGGTGGTGTAACCCTCCTCAGCACCACTTTGACCTCTCTCAGCCTGTCTTCCAGCA

CATTGCTCAGTACAAGGCTGGAATCGTTCCGGTTGCTTACAGAAGGTACACACAA

CCCATCTTTTCATGTGGACTATTGTACCCTTGTTAATTCGTTGAAAATTGGACTAG

ATACAAGATAAAAAAGAAATAATACTACATTGAATGTTTGTGGGATGTGTCGGAT

CCTGATCCGATACCTCTGGGTCATTAGCACATAGCTTTACCGTCAATGGCGGATTC

AGGATAGAAACATGAACTGAGCCGGATTTAAATCGAAATATATGTATTGTGTAAC

CAATTTATGAATATTTTTTTAAAGCGTAATACTGAGTTAAAATATATAACAACAC

ATTTGGTGTGTTATTTTTAGTTAAAGCAAGTTGTCCTTAAAGATTAAATGTGCTAC

CGGCGATTTTTTTCCTAATTAAGTAATAGTAAATGTAAATATTGATAAAAAATGA

TGATTAATATGTATCGAGTACTGAGTGAAAAAAACAAAACACTGAGCCGGATCT

AAAATTTTCCTGAGCCAAACTTAAAAACATCGTAAATATATACATGAATTTACGG

CTCAAGGCCGAAATTGCCTTGAGCTGTGACTCTCCCGGGCTCCCCTTGTATCCGCC

CCTGTTTACCGTGCTCTATCACCAAACCAATTCCATTTAAACAAACTAAGGATGA

AAATCATAATTGTCATTATGATATCCTGTCGAATTTGATTCGGTCAAATATAATAA

AATCCGAAATAACAGGTATTTTTAGAGTAAACTCAACGACCGTTTTATACAAATA

TGAATAGAAAATGGATATTAAAATATCTTAATCAATTACTATTATAACAAAAAAC

GGTTTGAAAACCGACAAATATAAGTACAATATGACATTTACTATCCAAACAGCTT

TTCAGGAGGTTATTATCCGAATTCCACCTACAACAAAATAATGAATACCAACTAT

TCATACTCAAACCAAATCATTGTCAAGATTTTTATCCTTTGTGGACTCTTTTACCC

TTGACCCACTTAAAACTGACTTGTGCATCTTCCTCTGTTTCAATTCTGGTTGTTCTT

TTTAGGGTGGCCTGCAGGAGAAGAGGAGGAATAAGGTTCACAATCAACGGCCAC

TCCTACTTCAACCTAGTCCTGATCACCAATGTCGGCGGGGCCGGTGACGTGCATT

CGGTGGCAATCAAAGGATCAAGAACAGGATGGCAAACAATGTCGAGGAACTGGG

GTCAAAATTGGCAAAGCAACAGCAAGCTCGACGGTCAAGCTTTGTCCTTCAAAGT

TACAACCAGTGATGGCCGCTCTGTTGTGTCCTACAACGTCGCCCCTTCCCGTTGGT

CGTTCGGCCAGACTTTTGCCGGCGCTCAGTTCCGTTGA 




