IDENTIFICATION

Species: Lactuca sativa

Locus: Lsat 1 v5 gn_5 54081

Gene Model: Lsat_ 1 v5 gn 5 54081.1
Description: LSEXPB-02

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/L sativa_V8
KEGG: https://www.genome.jp/entry/T05352

EXTERNAL RESOURCES
https://lgr.genomecenter.ucdavis.edu/
https://www.lettucegdb.com/
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GENE STRUCTURE

LsEXPB-02
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DOMAIN ARCHITECTURE
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List of domain hits *
-+ Name Accession Description Interval E-value
[+ DPBE_EXPB_N 42227 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily, Beta-expansins 35-155 1.97e-67
[+ PLN03023 super family cl33621 Expansin-like B1, Provisional 12-257 1.06e-28
Peptide
> sEXPB-02

MAFNLOQNPFIIFLYVCSIASLVASHQLFVNGDGYSPALGTWYGDPRGAGSGGACGWA
NDVQSPPFSAMIAAGNARIFLQGKGCGDCYQIKCNREPYCSKNPIRVTITDECPGACN
NVPFHFDLSGTAFGAMANPGQADNLRNLGQVDIQYRRVQCYYGRTKIAFKIDAKTN
PYWFATAIEFEDKDGGLRSVEIASANTRRFVPMKNIWGAVWQVDVNPSLHAPFSFRL
ASPSGSVVVATNVVPMGFVPGKTYFSHVNF*

CDS (coding sequence)
> sSEXPB-02

ATGGCCTTCAACCTTCAAAACCCTTTTATCATTTTCCTTTATGTGTGTTCAATTGCT
TCTCTTGTTGCAAGCCATCAACTCTTTGTCAATGGAGACGGATATTCACCTGCTTT
AGGGACATGGTATGGAGACCCAAGAGGCGCTGGAAGTGGAGGAGCTTGTGGATG
GGCTAATGATGTACAATCTCCTCCATTCTCAGCCATGATAGCAGCAGGAAATGCA
AGGATTTTTTTGCAAGGCAAAGGATGTGGAGATTGTTATCAGATTAAATGCAATC
GAGAGCCATACTGCTCTAAGAACCCTATTAGAGTTACAATAACCGATGAATGCCC
AGGTGCATGTAACAATGTTCCATTTCATTTTGATTTAAGTGGAACTGCTTTTGGTG
CAATGGCGAATCCAGGACAAGCTGATAATCTTCGTAATCTCGGCCAAGTTGATAT
TCAATATCGAAGGGTGCAATGCTACTATGGTAGAACAAAGATCGCTTTCAAGATT
GACGCAAAAACAAACCCTTATTGGTTTGCAACTGCAATAGAATTCGAAGATAAA
GATGGTGGACTTCGGTCAGTGGAGATAGCCTCTGCTAATACGCGACGGTTTGTTC
CAATGAAGAATATTTGGGGTGCGGTTTGGCAAGTCGATGTTAATCCATCTCTTCA
TGCTCCGTTCTCGTTCAGGCTCGCATCTCCTTCGGGTTCAGTTGTGGTTGCTACAA
ATGTTGTTCCTATGGGCTTTGTGCCTGGAAAAACTTATTTCTCACACGTAAACTTT
TAG

Nucleotide
>LsEXPB-02

ATGGCCTTCAACCTTCAAAACCCTTTTATCATTTTCCTTTATGTGTGTTCAATTGCT
TCTCTTGTTGCAAGCCATCAACTCTTTGTCAATGGAGACGGATATTCACCTGCTTT
AGGGACATGGTATGGAGACCCAAGAGGCGCTGGAAGTGGTAACAAAAACTAAAC



ATTATTTGAAACTTTTCATTTCAGGAGAAAATCTCATTACTTATGAATAATCTATG
TACTATTTTTATCAAAAATACGTACAGGAGGAGCTTGTGGATGGGCTAATGATGT
ACAATCTCCTCCATTCTCAGCCATGATAGCAGCAGGAAATGCAAGGATTTTTTTG
CAAGGCAAAGGATGTGGAGATTGTTATCAGGTGAAGAAGTTAATCCGGAAGTGA
TGATTTTCTTCACTCTGATTACAAAATATGATCATTTTTTTACGTAATTATCAAAA
TTAATTTCATTATTGTGGTTGATTCTTCTCAGATTAAATGCAATCGAGAGCCATAC
TGCTCTAAGAACCCTATTAGAGTTACAATAACCGATGAATGCCCAGGTGCATGTA
ACAATGTTCCATTTCATTTTGATTTAAGTGGAACTGCTTTTGGTGCAATGGCGAAT
CCAGGACAAGCTGATAATCTTCGTAATCTCGGCCAAGTTGATATTCAATATCGAA
GGTGCATACTAACTATATATTTTACTTGTAAGATCCTTCGAATTAATTTATAAAAA
CATTCGTCCATGCATGCATGTACGTACAGGGTGCAATGCTACTATGGTAGAACAA
AGATCGCTTTCAAGATTGACGCAAAAACAAACCCTTATTGGTTTGCAACTGCAAT
AGAATTCGAAGATAAAGATGGTGGACTTCGGTCAGTGGAGATAGCCTCTGCTAAT
ACGCGACGGTTTGTTCCAATGAAGAATATTTGGGGTGCGGTTTGGCAAGTCGATG
TTAATCCATCTCTTCATGCTCCGTTCTCGTTCAGGCTCGCATCTCCTTCGGGTTCAG
TTGTGGTTGCTACAAATGTTGTTCCTATGGGCTTTGTGCCTGGAAAAACTTATTTC
TCACACGTAAACTTTTAG






