
IDENTIFICATION 

Species: Sphagnum fallax 

Locus: Sphfalx0027s0083 

Gene Model: Sphfalx0027s0083.2.p 

Description: SfEXPA-15 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Sfallax_v0_5  

KEGG:- 

EXTERNAL RESOURCES 

- 

 

https://phytozome-next.jgi.doe.gov/info/Sfallax_v0_5


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>SfEXPA-15 

MGGACGYGNLYGQGYGTESTALSSVLFNNGAKCGACYAIMCYRSKHCFPGTPKVT

VTATNFCPPNDALPNNNGGWCNPPLRHFDLAQPVFSRIADWKAGIIPVLFRRVPCVK

NGGIRFTINGNKYFNLVLITNVGGKGDVRAVEFKGGDSGVWQSMTRNWGMNWQTN

TVLVGQAISFRITTSDGRTTTSLDAAPSDWRFGQTFEGAQFTT* 

CDS (coding sequence) 

>SfEXPA-15 

ATGGGGGGAGCTTGCGGCTACGGGAACCTGTATGGGCAAGGCTATGGCACAGAG

TCTACAGCGTTGAGCAGCGTGCTTTTCAACAACGGTGCCAAGTGTGGAGCTTGCT

ATGCCATCATGTGCTACCGCTCCAAGCATTGCTTCCCAGGCACTCCCAAAGTGAC

GGTCACGGCCACCAACTTCTGTCCTCCCAACGACGCTTTGCCCAACAACAACGGC

GGCTGGTGCAACCCTCCCTTGCGGCATTTCGACTTGGCGCAACCTGTGTTCTCGCG

CATCGCAGACTGGAAAGCTGGCATCATCCCAGTTCTCTTCAGAAGGGTGCCATGC

GTGAAGAATGGAGGCATTCGCTTCACGATCAATGGCAACAAGTACTTCAACTTGG

TGCTCATCACCAACGTCGGGGGCAAAGGAGATGTCCGAGCCGTGGAGTTCAAGG

GCGGCGATAGCGGCGTATGGCAATCGATGACGCGCAATTGGGGCATGAACTGGC

AAACTAACACGGTGTTGGTCGGGCAAGCCATCTCCTTCCGCATCACCACTAGCGA

TGGCAGAACCACCACATCCTTGGATGCTGCCCCTTCCGACTGGCGTTTCGGCCAG

ACCTTTGAAGGCGCTCAGTTTACAACATAG 

Nucleotide 

>SfEXPA-15 

GTACCTGTACACATTTTACCTACACAGCAGTAGAGTCAAGCTCCACTTGGGTACT

ACCCCAAGCTCAGTCAGACTCACTAATGTATAGATATGTACAAGAGGCTTACATG

CACAAAACAAGCAGAATACAGTCTGAAAGCCATGGAACTTGTTGGGTCTTCCTCT

TCCTTAGCAGGGGTGTCAAAGTGTTTTAGAGAGAATTGGGAATCATTCTGCATCT

AGATCTCACCTAAGGGTTCTTCAAGATACATACATGCTACAAGATTTGGTTATTG

CTTCCAGACATTGAGCAAGAACCCAATGCGAATCTCTCTCTTTCCCTCTCTTGCAG

TGATTTCTCTAAGCATATGATGTAATGGGTCTTTCAGCAGCTGCAGTCTCCAAGCT

TTGCATCCAGGCGATGGGTCCGGAGGGCAAGGCGTGAACAGCAGCACAGGTGCA



GGAGGAAAACTACTGTTGGGTTTTTGTTGTACTACTCCATCCTGTTTGCTTCCATT

TTGGACACTGTGGATGCCCGGCCTCATGTGCGGGGGAAACTGAACTGGAGGAGC

GCGCATGCTACCTTCTATGGGGGCGCTGACGCCTCAGGCACCATGGGTATGTCCT

GTTTGTAGCCCTTGTCTTGAGCTCTTGAAGGGAGTAGTTCTCTTGAAGGGCCTACT

GCAAGTCGGTAGAAGGAACGAGAAAGATGATGAAGAAGAAGAAGATGGTGATC

CTCTAAGAGGAGAGCTTTGCTGTGTTGTGCTGTGTGCTGTTGCAGGGGGAGCTTG

CGGCTACGGGAACCTGTATGGGCAAGGCTATGGCACAGAGTCTACAGCGTTGAG

CAGCGTGCTTTTCAACAACGGTGCCAAGTGTGGAGCTTGCTATGCCATCATGTGC

TACCGCTCCAAGCATTGCTTCCCAGGCACTCCCAAAGTGACGGTCACGGCCACCA

ACTTCTGTCCTCCCAACGACGCTTTGCCCAACAACAACGGCGGCTGGTGCAACCC

TCCCTTGCGGCATTTCGACTTGGCGCAACCTGTGTTCTCGCGCATCGCAGACTGGA

AAGCTGGCATCATCCCAGTTCTCTTCAGAAGGTAAGGCCCAGTCTGTTGCTGCAA

AGTTTCGTCTATGATCTTGATGAAGCTCACTTCTCGTCCAGTCTCTGTTGCTGTTC

GTGACAACCTTAAGCTATTGAGGAAGCTTGTGTTTTTTGCGGTTTGTTTGTTTGTG

TCAGGGTGCCATGCGTGAAGAATGGAGGCATTCGCTTCACGATCAATGGCAACA

AGTACTTCAACTTGGTGCTCATCACCAACGTCGGGGGCAAAGGAGATGTCCGAGC

CGTGGAGTTCAAGGGCGGCGATAGCGGCGTATGGCAATCGATGACGCGCAATTG

GGGCATGAACTGGCAAACTAACACGGTGTTGGTCGGGCAAGCCATCTCCTTCCGC

ATCACCACTAGCGATGGCAGAACCACCACATCCTTGGATGCTGCCCCTTCCGACT

GGCGTTTCGGCCAGACCTTTGAAGGCGCTCAGTTTACAACATAGCTACAAGCAGA

TCTGTAGTAGTTTTTGTGTTCGCTCGAGACATGGCTTTCTTCTTGCTTACCGTTTGC

TTGCTTGCTTGCAGCAAAGTTGTTCCTGATGATGAGTGTAGAAAGAAGGCTTTAG

CAACAAACGGCAAAGCTCAATTCTTACTGCTGCAACTTTCTTCTTCTTCTTCTTCTT

CTTCTTCGTGTCAGTAATGTTTGCGAGGCGGAGATCAGTTCTTGCAACTGTGTATG

AGTCTTCTTCAAGTCCAGCATTGTAATTGCAGTAGCAGAGTAATACGAGTTGCCA

TCGCTCC 


