IDENTIFICATION

Species: Sphagnum fallax

Locus: Sphfalx0027s0083

Gene Model: Sphfalx0027s0083.2.p
Description: STEXPA-15

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sfallax_v0_5
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Sfallax_v0_5
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Legend:
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Query seq, MEGACGY GNLYGOGYGTES TRLSSVLNNGAKCGAC YA IMCYRSKHOFPGTPRYTY TATNFCPPRDAL PRNNGRUCNPRLR HFTLACPYFSRT AWKAGT TPYLF RRYPCVKNGE TRF T INGNKYFNL WL TTNVGGHGOVRAY EFHGEOSG S TRMIG NN TVLVGOAT SFRI T TSOGRT T TSLDAAPSIMRFGOTFE GAOFTT*
Superfanilies PLNOOOS0O

Name Accession Description Interval E-value
[+] PLN00OS0 super family 31535 expansin A; Provisional 1-208 1.13e-99
SEQUENCES

Peptide

>STEXPA-15

MGGACGYGNLYGQGYGTESTALSSVLFNNGAKCGACYAIMCYRSKHCFPGTPKVT
VTATNFCPPNDALPNNNGGWCNPPLRHFDLAQPVFSRIADWKAGIIPVLFRRVPCVK
NGGIRFTINGNKYFNLVLITNVGGKGDVRAVEFKGGDSGVWQSMTRNWGMNWQTN
TVLVGQAISFRITTSDGRTTTSLDAAPSDWRFGQTFEGAQFTT*

CDS (coding sequence)
>SfEXPA-15

ATGGGGGGAGCTTGCGGCTACGGGAACCTGTATGGGCAAGGCTATGGCACAGAG
TCTACAGCGTTGAGCAGCGTGCTTTTCAACAACGGTGCCAAGTGTGGAGCTTGCT
ATGCCATCATGTGCTACCGCTCCAAGCATTGCTTCCCAGGCACTCCCAAAGTGAC
GGTCACGGCCACCAACTTCTGTCCTCCCAACGACGCTTTGCCCAACAACAACGGC
GGCTGGTGCAACCCTCCCTTGCGGCATTTCGACTTGGCGCAACCTGTGTTCTCGCG
CATCGCAGACTGGAAAGCTGGCATCATCCCAGTTCTCTTCAGAAGGGTGCCATGC
GTGAAGAATGGAGGCATTCGCTTCACGATCAATGGCAACAAGTACTTCAACTTGG
TGCTCATCACCAACGTCGGGGGCAAAGGAGATGTCCGAGCCGTGGAGTTCAAGG
GCGGCGATAGCGGCGTATGGCAATCGATGACGCGCAATTGGGGCATGAACTGGC
AAACTAACACGGTGTTGGTCGGGCAAGCCATCTCCTTCCGCATCACCACTAGCGA
TGGCAGAACCACCACATCCTTGGATGCTGCCCCTTCCGACTGGCGTTTCGGCCAG
ACCTTTGAAGGCGCTCAGTTTACAACATAG

Nucleotide
>STEXPA-15

GTACCTGTACACATTTTACCTACACAGCAGTAGAGTCAAGCTCCACTTGGGTACT
ACCCCAAGCTCAGTCAGACTCACTAATGTATAGATATGTACAAGAGGCTTACATG
CACAAAACAAGCAGAATACAGTCTGAAAGCCATGGAACTTGTTGGGTCTTCCTCT
TCCTTAGCAGGGGTGTCAAAGTGTTTTAGAGAGAATTGGGAATCATTCTGCATCT
AGATCTCACCTAAGGGTTCTTCAAGATACATACATGCTACAAGATTTGGTTATTG
CTTCCAGACATTGAGCAAGAACCCAATGCGAATCTCTCTCTTTCCCTCTCTTGCAG
TGATTTCTCTAAGCATATGATGTAATGGGTCTTTCAGCAGCTGCAGTCTCCAAGCT
TTGCATCCAGGCGATGGGTCCGGAGGGCAAGGCGTGAACAGCAGCACAGGTGCA



GGAGGAAAACTACTGTTGGGTTTTTGTTGTACTACTCCATCCTGTTTGCTTCCATT
TTGGACACTGTGGATGCCCGGCCTCATGTGCGGGGGAAACTGAACTGGAGGAGC
GCGCATGCTACCTTCTATGGGGGCGCTGACGCCTCAGGCACCATGGGTATGTCCT
GTTTGTAGCCCTTGTCTTGAGCTCTTGAAGGGAGTAGTTCTCTTGAAGGGCCTACT
GCAAGTCGGTAGAAGGAACGAGAAAGATGATGAAGAAGAAGAAGATGGTGATC
CTCTAAGAGGAGAGCTTTGCTGTGTTGTGCTGTGTGCTGTTGCAGGGGGAGCTTG
CGGCTACGGGAACCTGTATGGGCAAGGCTATGGCACAGAGTCTACAGCGTTGAG
CAGCGTGCTTTTCAACAACGGTGCCAAGTGTGGAGCTTGCTATGCCATCATGTGC
TACCGCTCCAAGCATTGCTTCCCAGGCACTCCCAAAGTGACGGTCACGGCCACCA
ACTTCTGTCCTCCCAACGACGCTTTGCCCAACAACAACGGCGGCTGGTGCAACCC
TCCCTTGCGGCATTTCGACTTGGCGCAACCTGTGTTCTCGCGCATCGCAGACTGGA
AAGCTGGCATCATCCCAGTTCTCTTCAGAAGGTAAGGCCCAGTCTGTTGCTGCAA
AGTTTCGTCTATGATCTTGATGAAGCTCACTTCTCGTCCAGTCTCTGTTGCTGTTC
GTGACAACCTTAAGCTATTGAGGAAGCTTGTGTTTTTTGCGGTTTGTTTGTTTGTG
TCAGGGTGCCATGCGTGAAGAATGGAGGCATTCGCTTCACGATCAATGGCAACA
AGTACTTCAACTTGGTGCTCATCACCAACGTCGGGGGCAAAGGAGATGTCCGAGC
CGTGGAGTTCAAGGGCGGCGATAGCGGCGTATGGCAATCGATGACGCGCAATTG
GGGCATGAACTGGCAAACTAACACGGTGTTGGTCGGGCAAGCCATCTCCTTCCGC
ATCACCACTAGCGATGGCAGAACCACCACATCCTTGGATGCTGCCCCTTCCGACT
GGCGTTTCGGCCAGACCTTTGAAGGCGCTCAGTTTACAACATAGCTACAAGCAGA
TCTGTAGTAGTTTTTGTGTTCGCTCGAGACATGGCTTTCTTCTTGCTTACCGTTTGC
TTGCTTGCTTGCAGCAAAGTTGTTCCTGATGATGAGTGTAGAAAGAAGGCTTTAG
CAACAAACGGCAAAGCTCAATTCTTACTGCTGCAACTTTCTTCTTCTTCTTCTTCTT
CTTCTTCGTGTCAGTAATGTTTGCGAGGCGGAGATCAGTTCTTGCAACTGTGTATG
AGTCTTCTTCAAGTCCAGCATTGTAATTGCAGTAGCAGAGTAATACGAGTTGCCA
TCGCTCC




