IDENTIFICATION

Species: Chenopodium quinoa
Locus: AUR62007383

Gene Model: AUR62007383
Description: CQEXPA-23
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Cquinoa_v1 0
KEGG: https://www.genome.jp/entry/T05764

EXTERNAL RESOURCES
https://www.cbrc.kaust.edu.sa/chenopodiumdb/
http://quinoa.kazusa.or.jp/index.html
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DOMAIN ARCHITECTURE
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List of domain hits o

+ Name Accession Description Interval  E-value
[+] PLN0O0OS0 super family cl31535 expansin A; Provisional 61-285 7.90e-85

SEQUENCES
Peptide
>CqEXPA-23

MGREMIMRSSANLGSFNCLLVVVLTTTIVMSSMIVDGYYGYNDYNAPPSAPPGAPVY
KPSTDWIYAHATFYGDESVSETMGGACGYGNLHDNGYGIATAAVSSVMFENNGEICG
ACYEIKCVESKWCYKDGPIIKITATNLCPPNWYQSADDGGWCNPPRSHFDLSKLMFM
KIAEWTAGIVPVQYRRVPCIRQGGIRYQFQGNPYWLLVYVMNVGGSGDVEKMWVK
GSKSIEWICMTRNWGASFQVFSELGGQSLSFKVKNGAGHTLVDYDVAPSYWSTSQT
YEGRINFY*

CDS (coding sequence)
>CqEXPA-23

ATGGGACGTGAAATGATTATGAGATCATCAGCAAACCTTGGAAGTTTCAATTGTC
TTTTGGTGGTGGTTTTAACGACGACAATCGTGATGAGTTCAATGATTGTGGATGG
CTACTACGGATACAATGACTACAATGCACCGCCTAGTGCACCGCCGGGTGCACCA
GTATACAAGCCATCGACGGATTGGATTTACGCTCATGCTACATTTTATGGGGATG
AATCTGTCTCTGAGACAATGGGAGGGGCTTGTGGATACGGAAACTTACATGACAA
CGGATATGGAATAGCAACAGCGGCAGTTAGCTCGGTTATGTTCAATAATGGAGA
AATTTGTGGAGCTTGTTATGAAATCAAGTGTGTCGAGTCAAAGTGGTGCTACAAA
GATGGACCTATCATTAAGATTACGGCCACCAACCTCTGCCCTCCAAACTGGTACC
AGTCCGCCGATGATGGGGGGTGGTGCAACCCACCTCGCTCCCATTTCGATTTGTC
TAAGCTCATGTTCATGAAGATTGCTGAATGGACAGCCGGCATTGTTCCAGTCCAA
TATAGAAGGGTGCCGTGTATTAGGCAAGGAGGGATTAGGTATCAATTCCAAGGG
AACCCATATTGGCTACTAGTGTACGTGATGAACGTAGGAGGAAGTGGAGATGTA
GAGAAAATGTGGGTAAAAGGGTCTAAAAGCATTGAATGGATTTGCATGACTCGG
AATTGGGGAGCTTCTTTCCAAGTATTTTCAGAGTTGGGAGGTCAATCTCTCTCTTT
CAAGGTCAAGAATGGAGCTGGCCATACTCTTGTGGATTACGACGTGGCCCCATCT
TATTGGTCTACAAGCCAAACTTATGAAGGAAGAATCAACTTTTATTAA

Nucleotide
>CgEXPA-23

ATGGGACGTGAAATGATTATGAGATCATCAGCAAACCTTGGAAGTTTCAATTGTC
TTTTGGTGGTGGTTTTAACGACGACAATCGTGATGAGTTCAATGATTGTGGATGG
CTACTACGGATACAATGACTACAATGCACCGCCTAGTGCACCGCCGGGTGCACCA



GTATACAAGCCATCGACGGATTGGATTTACGCTCATGCTACATTTTATGGGGATG
AATCTGTCTCTGAGACAATGGGTTAGCTTTGCTTCTTATTTGATATAATACAACTC
TAGTTAATTTCTTTGAGCTAGTTTAAAGTAAATAGATTAAATACCTTTTCAATAAT
ATTGTTGTTTAATTTACAGATCGAGTGGAGTCATGTTTATGCTCTTGAAGAAGTTA
TATATGGTCAATATTTAGTACATGCAATTTCACATATGAAATAAAAGCAAATTAT
TGTACTCCGTAATACGAATGAATTGTCATGATCAATACCATCGAGAAAAAGGCAA
TGAAATACTACGTACTCCGTACTATATTAACAAGCTAAGGTGTTATTAGGTTAGA
GGTATGCATAATTAACATTTTAGGTCATTGATGATAACATACGTATCAATCAACA
AAAATAACCTTCGGCTATAGTTGATGCTTTTTTTTTCAAGGTAAATATAGCTAGCT
AGTGATTGATCTTTTTACTTAATTTTTCTAGCTTAAATGAATAATTGATTTAAATT
GTTAAATTATTAAAAATAGGAGGGGCTTGTGGATACGGAAACTTACATGACAAC
GGATATGGAATAGCAACAGCGGCAGTTAGCTCGGTTATGTTCAATAATGGAGAA
ATTTGTGGAGCTTGTTATGAAATCAAGTGTGTCGAGTCAAAGTGGTGCTACAAAG
ATGGACCTATCATTAAGATTACGGCCACCAACCTCTGCCCTCCAAACTGGTACCA
GTCCGCCGATGATGGGGGGTGGTGCAACCCACCTCGCTCCCATTTCGATTTGTCT
AAGCTCATGTTCATGAAGATTGCTGAATGGACAGCCGGCATTGTTCCAGTCCAAT
ATAGAAGGTACGTACAAACTTTGTCAAAAGTTTTGACTACGTGTAATAAGGTAAT
TTGTACACGTACGAAAGACCTGATATCAAATCCAGACTGTATGTTCGTTACTAGT
CTAATATTGTTCGTTTTTACAGGGTGCCGTGTATTAGGCAAGGAGGGATTAGGTA
TCAATTCCAAGGGAACCCATATTGGCTACTAGTGTACGTGATGAACGTAGGAGGA
AGTGGAGATGTAGAGAAAATGTGGGTAAAAGGGTCTAAAAGCATTGAATGGATT
TGCATGACTCGGAATTGGGGAGCTTCTTTCCAAGTATTTTCAGAGTTGGGAGGTC
AATCTCTCTCTTTCAAGGTCAAGAATGGAGCTGGCCATACTCTTGTGGATTACGA
CGTGGCCCCATCTTATTGGTCTACAAGCCAAACTTATGAAGGAAGAATCAACTTT
TATTAA



