
IDENTIFICATION 

Species: Boechera stricta 

Locus: Bostr.25993s0264 

Gene Model: Bostr.25993s0264.1.p 

Description: BosEXPB-05 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Bstricta_v1_2  

KEGG:- 

EXTERNAL RESOURCES 

- 

 

https://phytozome-next.jgi.doe.gov/info/Bstricta_v1_2


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>BosEXPB-05 

MAILVVERYYVIANLLFALTCLLLNLTHCFSPKKLNISAVTTSDSDWSIAGATWYGDP

TGYGSDGGACGYGTAVAQPPFSDMVSAGGPSLFKSGKGCGACYQIKCTSKSACSQH

PVTVVITDECAGCVTESVHFDLSGTAFGAMAISGQEIQLQGAGVLQILYRKAECNYIG

KTVTFQVEEGSNANYFAALVEYADGNGEIGRVELKAQDSDTWLSMSHSWGAVWKL

EVSSPLRAPLSLRVTSLDSGETVVASDVIPDGWQPGAKYKSNVNFQV* 

CDS (coding sequence) 

>BosEXPB-05 

ATGGCAATTCTTGTCGTAGAACGATATTACGTGATCGCGAACTTGCTCTTTGCTCT

AACTTGTCTTCTCTTAAACTTAACTCATTGCTTTAGCCCCAAAAAACTCAACATTT

CAGCCGTCACGACCAGCGATTCTGATTGGTCTATCGCCGGAGCTACGTGGTATGG

CGACCCCACCGGATACGGAAGCGACGGTGGAGCTTGTGGTTATGGAACTGCTGTT

GCACAACCTCCGTTTTCAGACATGGTATCAGCCGGAGGTCCTTCGTTGTTCAAGTC

AGGGAAAGGATGTGGCGCATGTTACCAGATAAAATGCACTTCGAAATCGGCGTG

TTCGCAACATCCGGTTACGGTAGTGATTACAGACGAATGTGCTGGATGCGTTACA

GAGTCGGTACATTTCGATTTGAGCGGTACAGCGTTTGGTGCCATGGCGATATCTG

GTCAAGAAATTCAGCTTCAAGGTGCCGGAGTTTTGCAGATTTTATATAGAAAAGC

TGAGTGCAACTATATTGGCAAAACGGTGACGTTTCAAGTGGAGGAAGGTTCAAA

CGCTAACTACTTCGCGGCTTTGGTTGAGTATGCCGACGGAAACGGCGAAATTGGC

CGAGTCGAACTCAAAGCTCAAGATTCTGACACGTGGCTGTCTATGAGCCATTCAT

GGGGCGCCGTGTGGAAGCTCGAGGTGTCGTCACCTTTGCGGGCCCCGCTGTCTCT

CCGAGTGACTTCGCTGGACTCCGGCGAGACTGTTGTGGCTTCCGATGTCATTCCG

GACGGCTGGCAACCCGGTGCGAAGTACAAATCGAACGTGAACTTTCAAGTGTAG 

Nucleotide 

>BosEXPB-05 

ATGGCAATTCTTGTCGTAGAACGATATTACGTGATCGCGAACTTGCTCTTTGCTCT

AACTTGTCTTCTCTTAAACTTAACTCATTGCTTTAGCCCCAAAAAACTCAACATTT

CAGCCGTCACGACCAGCGATTCTGATTGGTCTATCGCCGGAGCTACGTGGTATGG



CGACCCCACCGGATACGGAAGCGACGGTATATATATATATATATACATGTGTTAT

GTCAATTACATCTCTAGATAAACAAGCAAGTAACTAGCTATATATTTAATTAATT

ACTAACCACGATATATTGATTATAATGAAGGTGGAGCTTGTGGTTATGGAACTGC

TGTTGCACAACCTCCGTTTTCAGACATGGTATCAGCCGGAGGTCCTTCGTTGTTCA

AGTCAGGGAAAGGATGTGGCGCATGTTACCAGGTTACTAATTACAATTAAGCAG

AAGAGATTTAAAATAAATGAAATAGCTTATATACTGATATGTGCACGTACAGATA

AAATGCACTTCGAAATCGGCGTGTTCGCAACATCCGGTTACGGTAGTGATTACAG

ACGAATGTGCTGGATGCGTTACAGAGTCGGTACATTTCGATTTGAGCGGTACAGC

GTTTGGTGCCATGGCGATATCTGGTCAAGAAATTCAGCTTCAAGGTGCCGGAGTT

TTGCAGATTTTATATAGAAAGTATGTATCTTAGGATTTCACATTAATTAGTAAAAC

AGTATAACGTTAAAATATAATAATTACTAAGGTTAGATTTACTGGTTATTTAATTG

TTTTTCATATTGATGTGTGCGTTTGTAGAGCTGAGTGCAACTATATTGGCAAAACG

GTGACGTTTCAAGTGGAGGAAGGTTCAAACGCTAACTACTTCGCGGCTTTGGTTG

AGTATGCCGACGGAAACGGCGAAATTGGCCGAGTCGAACTCAAAGCTCAAGATT

CTGACACGTGGCTGTCTATGAGCCATTCATGGGGCGCCGTGTGGAAGCTCGAGGT

GTCGTCACCTTTGCGGGCCCCGCTGTCTCTCCGAGTGACTTCGCTGGACTCCGGCG

AGACTGTTGTGGCTTCCGATGTCATTCCGGACGGCTGGCAACCCGGTGCGAAGTA

CAAATCGAACGTGAACTTTCAAGTGTAGCTAGACTAAATTAATTATATAGTATAA

AATAAATGATATCGCTTACCATTTAACAAAAATAAAATTTATAAATTATATCTCTT

ACTTAAATGTTCAATCCCGTATGGTG 




