IDENTIFICATION

Species: Oryza sativa Kitaake

Locus: OsKitaake10g187300

Gene Model: OsKitaake10g187300.1.p
Description: OskEXPB-21

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/OsativaKitaake v3 1
KEGG:-

EXTERNAL RESOURCES
https://rice-genome-hub.southgreen.fr/bio data/185326



https://phytozome-next.jgi.doe.gov/info/OsativaKitaake_v3_1
https://rice-genome-hub.southgreen.fr/bio_data/185326

GENE STRUCTURE
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DOMAIN ARCHITECTURE
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Query seq.

binding site 4 1)
Specific hits B | Pollen_allerg_1

Superfanilies DPBB_RIpA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits o
Name Accession Description Interval E.value
[+] DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins ... 3-152 6.35e-87
[+] Polien_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol P, Pll and P1il from Lolium perenne. 160-240 2.01e-26

>0skEXPB-21

MAGASAKVVAMLLSVLATYGFAAGVVYTNDWLPAKATWYGQPNGAGPDDNGGA

CGFKNTNQYPFMSMTSCGNEPLFQDGKGCGACYQIRCTNNPSCSGQPRTVIITDMNY
YPVARYHFDLSGTAFGAMARPGLNDQLRHAGIIDIQFRRVPCYHRGLYVNFHVEAGS
NPVYLAVLVEFANKDGTVVQLDVMESLPSGKPTRVWTPMRRSWGSIWRLDANHRL

QGPFSLRMVSESGQTVIAHQVIPANWRANTNYGSKVQFR*

CDS (coding sequence)
>0skEXPB-21

ATGGCTGGGGCCTCTGCCAAGGTCGTCGCGATGCTGCTCTCCGTGCTCGCCACGT
ACGGCTTCGCCGCCGGCGTCGTCTACACCAACGACTGGCTCCCGGCCAAGGCCAC
CTGGTACGGCCAGCCCAACGGCGCCGGACCCGACGACAACGGCGGTGLGTGLGEG
GTTCAAGAACACCAACCAGTACCCGTTCATGTCCATGACCTCCTGCGGCAACGAG
CCTCTGTTCCAGGACGGCAAGGGCTGTGGCGCCTGCTACCAGATACGGTGCACCA
ACAACCCGTCGTGCTCCGGGCAGCCCAGGACGGTGATCATCACGGACATGAACT
ACTACCCCGTGGCCAGGTACCACTTCGACCTGAGCGGCACGGCGTTCGGCGCCAT
GGCGAGGCCGGGGCTGAACGACCAGCTCCGCCACGCCGGCATCATCGACATCCA
GTTCAGGCGCGTCCCGTGCTACCACCGCGGCCTCTACGTGAACTTCCACGTCGAG
GCCGGGTCCAACCCGGTGTACCTCGCCGTGCTGGTGGAGTTCGCCAACAAGGACG
GCACGGTGGTGCAGCTCGACGTCATGGAGTCGCTCCCCAGCGGCAAGCCGACGC
GGGTCTGGACGCCCATGCGCCGCTCCTGGGGATCCATCTGGCGCCTCGACGCCAA
CCACCGCCTCCAGGGCCCCTTCTCCCTCCGCATGGTCAGCGAGTCCGGCCAGACC
GTCATCGCCCACCAGGTCATCCCGGCCAACTGGAGGGCCAACACCAACTACGGCT
CCAAAGTCCAGTTCCGTTGA

Nucleotide
>0OskEXPB-21

GACTAGACCGAGCTAGCTCGCTCGATCGATCTCTCACATACACACGGCACGCACG
TCGGGTGCAACGACTTATCGGTGCCAAGTTGCCGATCGATCCGGTTTTTTTCGTTT
TTGCCAGTTAGCCTAATTCTGCCTATAAATACACGGGCAAATCTCCTCTCGCCAA




AACACAAAGCAGACAAGGTAGTAGTACAGGCTTTTGTACGTACGTAGCAGAGGG
AGTTCCCAAGATGGCTGGGGCCTCTGCCAAGGTCGTCGCGATGCTGCTCTCCGTG
CTCGCCACGTACGGCTTCGCCGCCGGCGTCGTCTACACCAACGACTGGCTCCCGG
CCAAGGCCACCTGGTACGGCCAGCCCAACGGCGCCGGACCCGACGACAACGGTG
CGTGTAGTACATGCATTTTTTGCAAATTACGCTGTCGTACGTATGTGCTCTTCTGA
CATTCGAATGCTGACACGCATTGGCATTGTTCGATCGATACGCAGGCGGTGCGTG
CGGGTTCAAGAACACCAACCAGTACCCGTTCATGTCCATGACCTCCTGCGGCAAC
GAGCCTCTGTTCCAGGACGGCAAGGGCTGTGGCGCCTGCTACCAGGTATAGTATA
ACCACGTTCGTGATCACATATGTTGTTTTGGCTTATCGACACGGTCTCCAATAAAT
AGTACATCTCAACATTAACCTTTGTACCCTACATCTGAAAAGTGTACAAAACAGT
GGGTATGGAACTTCTGATCATAAATAAATCCGTACCAACATAATTTTGTTTACGA
GCACCGTACTGCCCGCCACGTTAACTGCAGTTGGTGGTAATCACAACTTGATTGG
TCAACGGGCCTTGAAATCCGTGGGTAACACGTTCTTCAGTTCAGCGTTTGACTTTG
TGCTAGCTGCTGCTTAATTACATGCACATATGGATTAATTTTGCCCTTAATTATAT
TCCTCATCATCAGATACGGTGCACCAACAACCCGTCGTGCTCCGGGCAGCCCAGG
ACGGTGATCATCACGGACATGAACTACTACCCCGTGGCCAGGTACCACTTCGACC
TGAGCGGCACGGCGTTCGGCGCCATGGCGAGGCCGGGGCTGAACGACCAGCTCC
GCCACGCCGGCATCATCGACATCCAGTTCAGGCGCGTCCCGTGCTACCACCGCGG
CCTCTACGTGAACTTCCACGTCGAGGCCGGGTCCAACCCGGTGTACCTCGCCGTG
CTGGTGGAGTTCGCCAACAAGGACGGCACGGTGGTGCAGCTCGACGTCATGGAG
TCGCTCCCCAGCGGCAAGCCGACGCGGGTCTGGACGCCCATGCGCLCGLTCCTGGE
GATCCATCTGGCGCCTCGACGCCAACCACCGCCTCCAGGGCCCCTTCTCCCTCCG
CATGGTCAGCGAGTCCGGCCAGACCGTCATCGCCCACCAGGTCATCCCGGCCAAC
TGGAGGGCCAACACCAACTACGGCTCCAAAGTCCAGTTCCGTTGATCCATCGATC
GATCTACCTATGTGCATGCAATGCCTTCGTCGTCTTGTGTCGCCGGTCAAGAACG
AATTTTGATTCTACCGATCGGCAGTTCGGCACTAGTACTGTACTACGATTCTGTGT
GTGTGTGTGTGTGTGTGTGATTGCAATGCAAATTGCGAACGGATCAATTAAGAGC
GTTTTTTTCTCTCTCTCTTTTTAATTTGTAGTTGTGTGTGTCAGCGAGATGTGTGGG
AAATGGAACAGGGGCAGGGCACGCAGTATCCATGTGCTTGCTCTGAACCGCCCA
CATTGACAAATGACCCAATGCCAATATGCCATATATATATACCGGATTGGCAGAC
TTATTGTATTGTGACCAAAACCAAGTTTGTAATTGAACTGAATTAATACGGTGTGT
TTGCTTATCA






