
IDENTIFICATION 

Species: Oryza sativa Kitaake 

Locus: OsKitaake10g187300 

Gene Model: OsKitaake10g187300.1.p 

Description: OskEXPB-21 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/OsativaKitaake_v3_1  

KEGG:- 

EXTERNAL RESOURCES 

https://rice-genome-hub.southgreen.fr/bio_data/185326 

https://phytozome-next.jgi.doe.gov/info/OsativaKitaake_v3_1
https://rice-genome-hub.southgreen.fr/bio_data/185326


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>OskEXPB-21 

MAGASAKVVAMLLSVLATYGFAAGVVYTNDWLPAKATWYGQPNGAGPDDNGGA

CGFKNTNQYPFMSMTSCGNEPLFQDGKGCGACYQIRCTNNPSCSGQPRTVIITDMNY

YPVARYHFDLSGTAFGAMARPGLNDQLRHAGIIDIQFRRVPCYHRGLYVNFHVEAGS

NPVYLAVLVEFANKDGTVVQLDVMESLPSGKPTRVWTPMRRSWGSIWRLDANHRL

QGPFSLRMVSESGQTVIAHQVIPANWRANTNYGSKVQFR* 

CDS (coding sequence) 

>OskEXPB-21 

ATGGCTGGGGCCTCTGCCAAGGTCGTCGCGATGCTGCTCTCCGTGCTCGCCACGT

ACGGCTTCGCCGCCGGCGTCGTCTACACCAACGACTGGCTCCCGGCCAAGGCCAC

CTGGTACGGCCAGCCCAACGGCGCCGGACCCGACGACAACGGCGGTGCGTGCGG

GTTCAAGAACACCAACCAGTACCCGTTCATGTCCATGACCTCCTGCGGCAACGAG

CCTCTGTTCCAGGACGGCAAGGGCTGTGGCGCCTGCTACCAGATACGGTGCACCA

ACAACCCGTCGTGCTCCGGGCAGCCCAGGACGGTGATCATCACGGACATGAACT

ACTACCCCGTGGCCAGGTACCACTTCGACCTGAGCGGCACGGCGTTCGGCGCCAT

GGCGAGGCCGGGGCTGAACGACCAGCTCCGCCACGCCGGCATCATCGACATCCA

GTTCAGGCGCGTCCCGTGCTACCACCGCGGCCTCTACGTGAACTTCCACGTCGAG

GCCGGGTCCAACCCGGTGTACCTCGCCGTGCTGGTGGAGTTCGCCAACAAGGACG

GCACGGTGGTGCAGCTCGACGTCATGGAGTCGCTCCCCAGCGGCAAGCCGACGC

GGGTCTGGACGCCCATGCGCCGCTCCTGGGGATCCATCTGGCGCCTCGACGCCAA

CCACCGCCTCCAGGGCCCCTTCTCCCTCCGCATGGTCAGCGAGTCCGGCCAGACC

GTCATCGCCCACCAGGTCATCCCGGCCAACTGGAGGGCCAACACCAACTACGGCT

CCAAAGTCCAGTTCCGTTGA 

Nucleotide 

>OskEXPB-21 

GACTAGACCGAGCTAGCTCGCTCGATCGATCTCTCACATACACACGGCACGCACG

TCGGGTGCAACGACTTATCGGTGCCAAGTTGCCGATCGATCCGGTTTTTTTCGTTT

TTGCCAGTTAGCCTAATTCTGCCTATAAATACACGGGCAAATCTCCTCTCGCCAA



AACACAAAGCAGACAAGGTAGTAGTACAGGCTTTTGTACGTACGTAGCAGAGGG

AGTTCCCAAGATGGCTGGGGCCTCTGCCAAGGTCGTCGCGATGCTGCTCTCCGTG

CTCGCCACGTACGGCTTCGCCGCCGGCGTCGTCTACACCAACGACTGGCTCCCGG

CCAAGGCCACCTGGTACGGCCAGCCCAACGGCGCCGGACCCGACGACAACGGTG

CGTGTAGTACATGCATTTTTTGCAAATTACGCTGTCGTACGTATGTGCTCTTCTGA

CATTCGAATGCTGACACGCATTGGCATTGTTCGATCGATACGCAGGCGGTGCGTG

CGGGTTCAAGAACACCAACCAGTACCCGTTCATGTCCATGACCTCCTGCGGCAAC

GAGCCTCTGTTCCAGGACGGCAAGGGCTGTGGCGCCTGCTACCAGGTATAGTATA

ACCACGTTCGTGATCACATATGTTGTTTTGGCTTATCGACACGGTCTCCAATAAAT

AGTACATCTCAACATTAACCTTTGTACCCTACATCTGAAAAGTGTACAAAACAGT

GGGTATGGAACTTCTGATCATAAATAAATCCGTACCAACATAATTTTGTTTACGA

GCACCGTACTGCCCGCCACGTTAACTGCAGTTGGTGGTAATCACAACTTGATTGG

TCAACGGGCCTTGAAATCCGTGGGTAACACGTTCTTCAGTTCAGCGTTTGACTTTG

TGCTAGCTGCTGCTTAATTACATGCACATATGGATTAATTTTGCCCTTAATTATAT

TCCTCATCATCAGATACGGTGCACCAACAACCCGTCGTGCTCCGGGCAGCCCAGG

ACGGTGATCATCACGGACATGAACTACTACCCCGTGGCCAGGTACCACTTCGACC

TGAGCGGCACGGCGTTCGGCGCCATGGCGAGGCCGGGGCTGAACGACCAGCTCC

GCCACGCCGGCATCATCGACATCCAGTTCAGGCGCGTCCCGTGCTACCACCGCGG

CCTCTACGTGAACTTCCACGTCGAGGCCGGGTCCAACCCGGTGTACCTCGCCGTG

CTGGTGGAGTTCGCCAACAAGGACGGCACGGTGGTGCAGCTCGACGTCATGGAG

TCGCTCCCCAGCGGCAAGCCGACGCGGGTCTGGACGCCCATGCGCCGCTCCTGGG

GATCCATCTGGCGCCTCGACGCCAACCACCGCCTCCAGGGCCCCTTCTCCCTCCG

CATGGTCAGCGAGTCCGGCCAGACCGTCATCGCCCACCAGGTCATCCCGGCCAAC

TGGAGGGCCAACACCAACTACGGCTCCAAAGTCCAGTTCCGTTGATCCATCGATC

GATCTACCTATGTGCATGCAATGCCTTCGTCGTCTTGTGTCGCCGGTCAAGAACG

AATTTTGATTCTACCGATCGGCAGTTCGGCACTAGTACTGTACTACGATTCTGTGT

GTGTGTGTGTGTGTGTGTGATTGCAATGCAAATTGCGAACGGATCAATTAAGAGC

GTTTTTTTCTCTCTCTCTTTTTAATTTGTAGTTGTGTGTGTCAGCGAGATGTGTGGG

AAATGGAACAGGGGCAGGGCACGCAGTATCCATGTGCTTGCTCTGAACCGCCCA

CATTGACAAATGACCCAATGCCAATATGCCATATATATATACCGGATTGGCAGAC

TTATTGTATTGTGACCAAAACCAAGTTTGTAATTGAACTGAATTAATACGGTGTGT

TTGCTTATCA 




