
IDENTIFICATION 

Species: Arachis ipaensis 

Locus: XP_016183739 

Gene Model: XP_016183739.1 

Description: AipEXPA-04 

Family: Alpha Expansin  

3D structure: 

 
 

ENOME DATABASES 

NCBI: https://www.ncbi.nlm.nih.gov/genome/35711?genome_assembly_id=315604  

KEGG: https://www.genome.jp/entry/T04301  

EXTERNAL RESOURCES 

https://peanutbase.org/organism/Arachis/ipaensis  

https://www.ncbi.nlm.nih.gov/genome/35711?genome_assembly_id=315604
https://www.genome.jp/entry/T04301
https://peanutbase.org/organism/Arachis/ipaensis


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>AipEXPA-04 

MARMGTTLLYIATLVSVFAAATARIPGVYTAGSWQGAHATFYGGNDASGTMGGAC

GYGNLYSQGYGVNTAALSTALFNNGLSCGACFEIKCDQDPRWCNPGSPSIVVTATNF

CPPNFAQPSDNGGWCNPPREHFDLAMPMFLKIAQYRAGIVPVSYRRVPCRKIGGIRFT

INGFRYFNLVLITNVAGAGDIVRVSIKGSKTEWNPMSRNWGQNWQSNADLVGQALS

FRVKGSDRRASTSWNVAPSNWQFGQTFMGKNFRI 

CDS (coding sequence) 

>AipEXPA-04 

CCCCTCACCTCACTCACTCCCCATTCGCCCCAACCCCCTAATTACCTCCAAACATA

ACCAAAACCTCTCTCTCTCTCTCTATCTCTCTCTCCAATGGCTAGAATGGGAACCA

CTCTTCTCTACATTGCAACACTGGTCTCTGTTTTTGCTGCAGCCACTGCCAGAATC

CCCGGAGTTTACACTGCAGGTTCCTGGCAGGGTGCTCACGCCACTTTCTACGGTG

GAAATGATGCATCTGGAACAATGGGCGGTGCATGTGGGTACGGGAACCTATACA

GCCAAGGGTACGGCGTGAACACGGCGGCGCTGAGCACAGCTCTGTTCAACAACG

GGCTGAGCTGCGGGGCATGCTTCGAGATCAAGTGCGACCAGGACCCGCGGTGGT

GCAACCCCGGCAGCCCCTCTATCGTGGTAACCGCCACCAACTTCTGCCCACCGAA

TTTTGCCCAACCCAGCGATAACGGCGGTTGGTGTAACCCCCCAAGGGAACACTTC

GACCTCGCTATGCCAATGTTCCTCAAGATCGCTCAGTACCGCGCTGGAATTGTAC

CCGTCAGCTACCGCCGGGTGCCATGCAGGAAGATAGGTGGAATCAGATTCACAA

TCAACGGTTTCCGTTACTTCAACTTGGTCTTGATCACCAACGTCGCGGGTGCAGG

GGATATCGTCCGCGTGAGCATAAAGGGATCCAAAACTGAATGGAACCCCATGAG

CCGTAACTGGGGGCAAAATTGGCAATCCAATGCTGATTTAGTGGGCCAGGCCCTC

TCCTTTAGGGTTAAAGGCAGTGACAGACGCGCCTCTACCTCATGGAACGTGGCAC

CATCTAATTGGCAGTTTGGCCAAACCTTCATGGGCAAGAATTTCCGCATCTAAAA

AAAAGGTTAATTTTTAAAAAGATATTAATTATTATTTGTAGTTTTGACTTGTTTGG

GTTTTTAGTTTGGCGCCTTCAACTTTTCCTCTATTTTACCGGGAAAAGTTTTTGAA

GCTGTGTTTGGGTAAAGTGTAAGTGGGTAGGGACCAAAATGTTGAGAAGGGTAG

ATAGGATAAAAAAAAAGTGAAAGTGACTTTATATAAATGTGAGTGACTGAGTGG

TATGTATGTGGTGGAATTTAGCTTTTGTGTCTTTTCTTTTTTCTTATTATTATCGAG

GGTGAAGTTGTGAATGTGTTTGTTTACTAAAAAGTGTGATGGGGTAGGGGTATTG

TTGGAATATTTGTTACCCAGCAATGCTTCTTAACTGATGTAATGGAAGGGCTGAG



GAGGCTGCAACAAGGTGCATGTAGCCCGCAGTTCACTTTATTATGAACATGAGAT

ATTATTATTATTATTA 

Nucleotide 

>AipEXPA-04 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAATAATAAT

AATAATAATAATAATAATAATAATAATAATAATAATAATAATAATAATATCTCAT

GTTCATAATAAAGTGAACTGCGGGCTACATGCACCTTGTTGCAGCCTCCTCAGCC

CTTCCATTACATCAGTTAAGAAGCATTGCTGGGTAACAAATATTCCAACAATACC

CCTACCCCATCACACTTTTTAGTAAACAAACACATTCACAACTTCACCCTCGATAA

TAATAAGAAAAAAGAAAAGACACAAAAGCTAAATTCCACCACATACATACCACT

CAGTCACTCACATTTATATAAAGTCACTTTCACTTTTTTTTTATCCTATCTACCCTT

CTCAACATTTTGGTCCCTACCCACTTACACTTTACCCAAACACAGCTTCAAAAACT

TTTCCCGGTAAAATAGAGGAAAAGTTGAAGGCGCCAAACTAAAAACCCAAACAA

GTCAAAACTACAAATAATAATTAATATCTTTTTAAAAATTAACCTTTTTTTTAGAT

GCGGAAATTCTTGCCCATGAAGGTTTGGCCAAACTGCCAATTAGATGGTGCCACG

TTCCATGAGGTAGAGGCGCGTCTGTCACTGCCTTTAACCCTAAAGGAGAGGGCCT

GGCCCACTAAATCAGCATTGGATTGCCAATTTTGCCCCCAGTTACGGCTCATGGG

GTTCCATTCAGTTTTGGATCCCTTTATGCTCACGCGGACGATATCCCCTGCACCCG

CGACGTTGGTGATCAAGACCAAGTTGAAGTAACGGAAACCGTTGATTGTGAATCT

GATTCCACCTATCTTCCTGCATGGCACCCTGTACCGCCCAATAAAATATTAAAAA

AAGTGATAATTTATGATTCAACTATGCCGCACATAATTAAAAAATCTTCAAATAA

TTATTGGTATAAAATATATTTTAAAATATAAAATATATATTTACATATAAATATAT

AATAGTTGATTTAAAAATTATTTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTTAACATTTTTTGCTTATG

ATTTAGTATAAAAATTGAAAATAGAAAAAATAAAAATAAACAAATAGTAGTATC

AATCAAATCATCGAAACTTCAAGCTTTGACTGGGATTTTTTCTTTGGTAATTTCCA

GGTTAATCTATCAGGGATTAAGGAATGTAGTAATAAGGATTTTGTTTAATGTGCG

AGGTTATTTTAGTAATTACGCATTTACACGGAAGGTAAATAATGGCCTATTGGGT

TACATACTTACATTACATGGCTAAAAACTTTTTTGGATTATCTTTGAGCACTTGAA

TTTTATTATTCAATAATCAATACTAACAAAGGACAGTTCCAAAAGAATAATTAAA

ATTGAAATTGAAAAGAAAGCTCCCAGAATTATGCAATGCCAATGGGGCTTTCTTT

TATTCGGTTTCGGGGCAAATGGACGAAACTGCTGAGGAGGGGAGATTCTGGTAGT

CGTTCTTTTGTTTGTTTCCCAAGAAAATCAGAAAGAACACAGAAGAAAACAATCG

ACTTAATAAAGCAAGATTTTCAACCCCCATCTTCTGCAATTTCTGGTTGGTAATTG

ATAGTACTGTATAAAGAGCAAGGCAATTGGGAAATCCCGTTTTGGAAATTATAAT

AAAAACGCCAAAAACTCTTGAAAGCTAAATAGTATTTTCAGGATTTTTCTATAAA

TGAGTAGCAGACAATTCACTCTTAACGAAACTACACTAAAGGAAAAGGAAATGG



TAGTATATCTCAAGTGCATTTAATTTCTATTAATAGTGTAATTCTAGTTCATTTTA

ATTTTTCTAGTTTTAAATGACAAAATATTAACCCACTCTAATTAAAAGACAAAAA

CTAGAAAACAAAAGCATAAAATAATTCCAACTAGTTATATAGTGTAATATACTCT

ACATTCTACAAGTTTCTTTTTTAGAAGCTAAAGCATAATAAAAACAGATCACGTC

CAGTTAAATTATTTTAACAAATTTCACAAACCATAAAAAAATTAAACAAACGCTA

AAACATGTTATAACACATCAATTTATGCAACCTAACATCTTGCATAAATTCTATA

AAACAAAAAGATTTTATTTTCAACCTTTTTTCTTCAGAAAGAAAATATTTTATTAA

ATTTTCTTAACAAAACTCTAAAACAAAGATTGTTGGTGTATAAAAGCTGAAACTT

TAGACTAAAAAGAAAGAAAGTAATGTAAATGACTTTTTTACCCTCAAGTAAGAGT

CTAAGAGATATTTGAAGCAGAAGGACAAAAAGGACATATGAAATGAGGGGGTTT

GGGAACTCACCGGCGGTAGCTGACGGGTACAATTCCAGCGCGGTACTGAGCGAT

CTTGAGGAACATTGGCATAGCGAGGTCGAAGTGTTCCCTTGGGGGGTTACACCAA

CCGCCGTTATCGCTGGGTTGGGCAAAATTCGGTGGGCAGAAGTTGGTGGCGGTTA

CCACGATAGAGGGGCTGCCGGGGTTGCACCACCGCGGGTCCTGGTCGCACTTGAT

CTCGAAGCATGCCCCGCAGCTCAGCCCGTTGTTGAACAGAGCTGTGCTCAGCGCC

GCCGTGTTCACGCCGTACCCTTGGCTGTATAGGTTCCCGTACCCACATGCACCGCC

TGGTAACCAAATTACAAAAATGCCCCCACTCAATTTATATTTCAAAGGGTGTTAT

ATTTTGCTTAAAAAATAATGTGTGACAGGGGTAATAAATGTGTGACAACCTACTA

AGAAGTTAGGTACATGTTAGTAAAAGCATTGATGGATTTGGAAGAGAAGGTGTT

AGCTGAAACGCGGCTAGTGACTAAAACGTAAATAAAAAAAATAATTAAGTGAAG

CAACATTTTGGGGGATAAAGATAAGGCAAATTAGAGGGTTTTGTTTAAGACGTTT

TGGAAAATGAGAAGAAATGGTGAAGAGGTGATACCCATTGTTCCAGATGCATCA

TTTCCACCGTAGAAAGTGGCGTGAGCACCCTGCCAGGAACCTGCAGTGTAAACTC

CGGGGATTCTGGCAGTGGCTGCAGCAAAAACAGAGACCAGTGTTGCAATGTAGA

GAAGAGTGGTTCCCATTCTAGCCATTGGAGAGAGAGATAGAGAGAGAGAGAGAG

GTTTTGGTTATGTTTGGAGGTAATTAGGGGGTTGGGGCGAATGGGGAGTGAGTGA

GGTGAGGGGGGGTACTTATGGAGCGAGCGAGGGAGACTAAGGAGTGGAGGGGA

ATCTTCAATAGTCTGTAAAATAATTACCATGTAATTAATGCACCTATTTATTCTCT

CTCTTTCTTTCTCATTAACTTCTTTTCTCTCTCTATTTTATTTATTTATTATCAATAA

TTCTTAATCTCTAACGAACACGAAACATCACATGGACAGAGAAACTGAAAAAGG

CAGCTATCTCCCAAAGAATTTATTTCCTTCATATGTATATATATTTTTTCCTGAGTA

CCTTGATTTTTTTATATATATTTATTTTAAAAAATTACAAATGCGTTTGATTTACAT

TTTTTATTTTTTTGTATTTTTTATTTTAAAAAATTACGGACATTATTAACATTAATT

CCTCTATTTTAAATTAAGAATTTTGCTCATGAAATTACTTATTTTGACACACTTTTA

GATTTTATATAATTTTTTGTACAATATATATTTTAAAAACTAAAAGGTTTAGGTTT

TCAA 




