
IDENTIFICATION 

Species: Panicum hallii 

Locus: Pahal.4G011400 

Gene Model: Pahal.4G011400.1.p 

Description: PhEXPA-11 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Phallii_v3_1  

KEGG: https://www.genome.jp/entry/T07366  

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Phallii_v3_1
https://www.genome.jp/entry/T07366


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>PhEXPA-11 

MARVYNKRLAASAVALVVVACALAAASTAGALAPSGWSKGTATFYGGSDASGTM

GGACGYGNLYTQGYGTRNAALSTALFNDGASCGRCFKLTCDARADPQWCRRGTSV

TITATNFCPPNYALPSDDGGWCNPPRQHFDMAQPAWERIGIYRGGIVPVLFQRVPCRR

HGGVRFTVAGRDYFELVLPTNVAAAGAVRAMEVRGTRTAGWLTMSRNWGANWQS

LAYLNGQGLSFRVTTDDGQTIEFADVVPPSWTFGLTYASRLQFK* 

CDS (coding sequence) 

>PhEXPA-11 

ATGGCCCGCGTCTACAACAAGCGCCTCGCGGCCTCGGCCGTTGCGCTGGTGGTGG

TCGCCTGCGCGCTGGCCGCCGCCTCGACGGCCGGAGCGCTCGCGCCGTCCGGCTG

GAGCAAGGGCACCGCCACGTTCTACGGTGGCAGCGACGCCTCCGGCACCATGGG

CGGCGCGTGCGGGTACGGGAACCTGTACACGCAGGGCTACGGGACGCGGAACGC

GGCGCTGAGCACGGCGCTGTTCAACGACGGCGCGTCGTGCGGGCGTTGCTTCAAG

CTCACCTGCGACGCGCGCGCGGACCCGCAGTGGTGCCGCCGGGGCACCTCCGTCA

CCATCACGGCGACCAACTTCTGCCCGCCCAACTACGCGCTGCCCTCTGACGACGG

CGGGTGGTGCAACCCGCCGCGGCAGCACTTCGACATGGCGCAGCCGGCGTGGGA

GAGGATCGGCATCTACCGCGGCGGGATCGTGCCCGTGCTCTTCCAGCGCGTGCCC

TGCAGGCGCCACGGCGGGGTGCGGTTCACGGTGGCCGGCCGGGACTACTTCGAG

CTGGTGCTGCCAACCAACGTGGCGGCCGCCGGCGCGGTGCGGGCCATGGAGGTG

CGGGGCACGCGCACGGCCGGGTGGCTGACCATGTCGCGGAACTGGGGCGCCAAC

TGGCAATCGCTGGCTTACCTCAACGGGCAGGGGCTCTCGTTCCGGGTCACCACCG

ACGACGGGCAGACCATCGAGTTCGCCGACGTCGTGCCGCCGTCGTGGACGTTCGG

GCTGACGTACGCGAGCAGGCTGCAGTTCAAGTAG 

Nucleotide 

>PhEXPA-11 

AGAATGAACATCACAAAGGTGTGGAGGAGAAGAAACTGTGGAGCATGCGTCGGC

TTGGCCATACACTACACCGCATGCAGGAGCCGGAAACTTGGAACGACAGGCACT

TTGCTCGCTTCAACCCCACCATATCCCGTGACGCTGTCCCTGTCTGCCTGTCTGTC

TGTCTGTCCCCATGGCGCACTCGCCTCCGCTCCATCCACTCGCGTCGCGTGCCGCT

TATTCTTCCATTCTCTCTCGTATTTTGACGCAGGCGGGCATGTCCATCGACCTCAG



TTGATGCCCCCACGTTCCTGCCTATCAGCCTATGCCTAACATAAATCAGCAGCTCG

CCTTGCTTCCCCTTCGCTAGCCGTCTTATCCATCCATCGAGCCGCAGTCGAGCTGC

AGCTGAACCATGGCCGCCGCCATGGTGCTGCCGCCGCTGCTTCTTCTCCTCACCAT

CAGCCAGTTCCTGCCTCCCGCGTCCTGCTCTCCTCCTTCCAACTACTACTGCGACT

GGTGCCCTCGCCAATCCACCGCCTCTCTCCCCCCTCCGGCCGCCGCCGACCTCGGC

GGTACACTCGGCGGCGAGGGTGCCTGTGGGTACGGTACCGCCATAGCTGCGGAG

CTCTTTGGAGGATACGCCGTCGCCGCCGCGGGCGCCGAGTTCTTCCGCGACGGTG

CCGGCTGCGGCGCCTGCTACCAGGTGAGGGTCACTGATGACTGGCCAGCTAACTA

GCATAATACTATTAGTAACAATCAAGCCCATCATAGGCTGCAAGAATGCAAATGC

TAACAACAAGGAGGTCCGCCTGCTTGCAGTTGCGGTGCAGGGACCGGCGGGTGT

GCGGCGACGGCGGCGTCAAGGTCGTCGTCACGGACGTCGCCAACCGCACCGGGT

TCCTGCTCGCCGGGGAGGCCTTCGCCGCGATGGCCAAGGACGGCATGGCCGACC

AAATCGCCGGCTCGGATAACGTCGTCCCGGTGGACTTCAGGAGGTAGTCGATCGC

ATTTTCACAAGTGTGCAGATGTATTCAGAGATCGATCGTCAGTACGAGAAATACG

GCATCTGGATTAACTGACGCAGCAGCTCAAAATTCAACTTTTGATGCAGGATACC

TTGCGAGTACAAGAGGAACCTGGTGGTACGGGTTGAGGAGGGGAGCCGGAACCC

GGGCCAGCTCGCCGTCCGGTTCCTGTACCAGGGCGGCCAGACCGACATCGCCGCC

GTCGAGATCGCGCAGGCGAACCGCACCCAGTTGGCGTCGTCGTGGCAGCCCATG

GCGCGGCTGCGTCGCGTGTGGCGCGCCACGCGCGCCCCGGCCGGCCCGCTGCGGC

TCCGCCTCGTCGTCACGGCCGGCTTCGGCGGCAAGTGGCTGCAGGCCCAGGAGGC

GGTGCTGCCGGCGGACTGGCGGCCCGGGCAGGCGTACGACACGGGGCTCCGGGT

CACCGACGTCGCCCTGCGCACCTGCAGCAGCTCCTGCCGCACGCACGCCGGCGAT

GAGGAGCTCAGATAGTCAGATGACATGTTGGCACGCACGCTTGTTGCACATATTT

TTTTTTTGGGCGTGCGGTTGCATGTAATTTGCTCGAATTGTGATGAAGAGTTGGTT

CCTGAAGAGAATCGAAGAGAGAAACAGAACAGAAAACCTGTGGCTGATGATCCA

AGCAAGGCTGCACTGCACGAACCAATGCAAGCAGGCATGCTAGGTGCGCTGCAC

TAGTGCAGTGATAGGTGATGCTCCATGAATTTCCTTGCTGCCGGCCGATCTCACA

AATATGATGATATATGTTTGTGGCTTTGGATGGATGCACAAGATTCATGCATGCA

CTGTCACAGCATGCTTCTCTTCTCTGACGGTCATGGTGAGGTTGTCATGTAGCGTC

ACGTGCTGTATGCCGTACGTGGCAGCCACCGATAGAATTCTTCCTCCTCTTGTAGG

GGGTTTGGAGATCACATGAGCATGTTACTGCAGTGTTTACGGCCAAGTATGTAGG

GTACTGTACGCCGCGGTGTCGCTTTCCAACAAATCCCATCCACGACCATGCGTTCT

CCGTTCCTCTTCCTCCT 

 


