IDENTIFICATION
Species: Linum usitatissimum
Locus: Lus10034465

Gene Model: Lus10034465
Description: LUseXPA-20
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Lusitatissimum_v1 0
KEGG: https://www.genome.jp/entry/D12016

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Lusitatissimum_v1_0
https://www.genome.jp/entry/D12016

GENE STRUCTURE

LusEXPA-20
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DOMAIN ARCHITECTURE
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Query seq.

Specific hits [§ il

Superfanilies PLNO0OS0
DPBB_RlpA_EXP_N-like superfamily

List of domain hits "
Name Accession Description Interval E-value
[+ PLNO0050 super family cl31535 expansin A Provisional 1-292 1.54e-107
[+] DPBB_EXPA_N cd22274 N-terminal double-psi beta-barrel fold domain of the alph pansin subfamily; Alph: pansins 1-110 7.02e-76

>LusEXPA-20

MGGACGYGNLYSQGYGTNTAALSTAMFNNGQSCGACFELRCVNDQRWCKQSASV
MVTATNFCPPNNALPNNAGGWCNPPLHHFDLAQPVFQQIAEYKAGIVPVSYRRVAC
QKRGGIRFTINGHSYFNLVLITNVGGAGDMVTATNFCPPNNALPNNAGGWCNPPLHH
FDLAQPVFEQIAQYKAGIVPVSYRRVACQKRGGIRFTINGHSYFNLVLITNVGGAGDV
VSASIKGSRGDWQPMSRNWGQNWQSNSFLNGQSLSFQITTSDGRTIVSNDVAPAGW
SFGQTYTGVQFP*

CDS (coding sequence)
>LusEXPA-20

ATGGGAGGCGCGTGTGGGTACGGGAACTTATACAGCCAAGGCTACGGCACAAAC
ACGGCGGCACTGAGCACAGCGATGTTCAACAACGGCCAGAGCTGCGGCGCCTGC
TTCGAGCTCAGGTGTGTCAACGACCAGAGGTGGTGCAAACAATCCGCGTCGGTGA
TGGTCACCGCCACAAACTTCTGCCCGCCGAACAACGCGCTTCCAAACAACGCAGG
AGGGTGGTGCAACCCACCGCTCCACCATTTCGACCTCGCCCAGCCAGTCTTCCAG
CAGATTGCTGAGTACAAGGCTGGAATCGTCCCCGTCTCCTACCGGAGGGTAGCGT
GTCAGAAGAGAGGAGGAATCAGGTTCACGATCAACGGACACAGCTACTTCAACT
TGGTGTTGATAACAAACGTCGGCGGAGCAGGGGATATGGTCACCGCCACAAACT
TCTGCCCGCCGAACAACGCCCTTCCGAACAACGCCGGAGGGTGGTGCAACCCACC
GCTCCATCATTTCGACCTCGCGCAGCCAGTCTTCGAGCAGATTGCTCAGTACAAG
GCCGGAATCGTCCCCGTCTCCTACCGGAGGGTGGCGTGTCAGAAGAGAGGAGGG
ATCAGGTTTACTATCAACGGCCACAGCTACTTCAACTTGGTGCTGATAACCAACG
TCGGAGGAGCAGGGGATGTGGTGTCGGCTTCCATCAAAGGTTCCAGAGGAGACT
GGCAGCCGATGTCGAGGAACTGGGGGCAGAATTGGCAGAGCAATTCTTTCTTGA
ACGGACAGAGTCTTTCGTTTCAGATCACCACTAGTGACGGCCGTACAATTGTGTC
TAACGATGTTGCTCCGGCTGGGTGGTCTTTCGGCCAGACTTACACGGGCGTCCAA
TTCCCCTGA

Nucleotide

>LusEXPA-20



ATGGGTACGCATGCATACATACATCCACACATTCTCCAATTCATCACTCTGTTTTT
CTTCTTTTGATTTACAAAACTAATTATATTAATAAACAATTATATAATAGGAGGCG
CGTGTGGGTACGGGAACTTATACAGCCAAGGCTACGGCACAAACACGGCGGCAC
TGAGCACAGCGATGTTCAACAACGGCCAGAGCTGCGGCGCCTGCTTCGAGCTCAG
GTGTGTCAACGACCAGAGGTGGTGCAAACAATCCGCGTCGGTGATGGTCACCGCC
ACAAACTTCTGCCCGCCGAACAACGCGCTTCCAAACAACGCAGGAGGGTGGTGC
AACCCACCGCTCCACCATTTCGACCTCGCCCAGCCAGTCTTCCAGCAGATTGCTG
AGTACAAGGCTGGAATCGTCCCCGTCTCCTACCGGAGGGTAGCGTGTCAGAAGA
GAGGAGGAATCAGGTTCACGATCAACGGACACAGCTACTTCAACTTGGTGTTGAT
AACAAACGTCGGCGGAGCAGGGGATATGGTCACCGCCACAAACTTCTGCCCGCC
GAACAACGCCCTTCCGAACAACGCCGGAGGGTGGTGCAACCCACCGCTCCATCAT
TTCGACCTCGCGCAGCCAGTCTTCGAGCAGATTGCTCAGTACAAGGCCGGAATCG
TCCCCGTCTCCTACCGGAGGGTGGCGTGTCAGAAGAGAGGAGGGATCAGGTTTAC
TATCAACGGCCACAGCTACTTCAACTTGGTGCTGATAACCAACGTCGGAGGAGCA
GGGGATGTGGTGTCGGCTTCCATCAAAGGTTCCAGAGGAGACTGGCAGCCGATGT
CGAGGAACTGGGGGCAGAATTGGCAGAGCAATTCTTTCTTGAACGGACAGAGTC
TTTCGTTTCAGATCACCACTAGTGACGGCCGTACAATTGTGTCTAACGATGTTGCT
CCGGCTGGGTGGTCTTTCGGCCAGACTTACACGGGCGTCCAATTCCCCTGA





