
IDENTIFICATION 

Species: Brachypodium stacei 

Locus: Brast04G125500 

Gene Model: Brast04G125500.1.p 

Description: BstEXPB-16 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Bstacei_v1_1  

EXTERNAL RESOURCES 

https://brachypodium.org/  
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GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>BstEXPB-16 

MAGGSACSGSLAPLSVCSFALLASLLSAASVFVGAEAGAAHKVVDPQWHQATATW

YGSADGDGSDGGACGYGTLVDVVPMKARVGAVSPVLFKGGQGCGACYKVRCLDA

SICSRRAVTVVVTDECPGGYCSSGRTHFDLSGAAFGRLAVAGHGGQLRNRGEISVVF

RRTPCKYRGKNIAFRVVEGSTSFWLSLLVEFEDGDGDIGSMQLKQAKSAQWQDMKH

IWGATWSLTPGPLIGPFSVRLTTLTTKKTLSAQDVIPRNWTPKATYTSRLNFI*  

CDS (coding sequence) 

>BstEXPB-16 

ATGGCCGGCGGCTCCGCCTGCTCAGGCTCTCTGGCTCCCTTATCGGTCTGCAGCTT

TGCTCTGCTCGCTTCTCTCCTTTCTGCGGCGTCCGTCTTCGTTGGCGCGGAGGCCG

GGGCGGCGCACAAGGTGGTCGACCCGCAGTGGCATCAGGCCACCGCGACCTGGT

ACGGCAGCGCCGACGGCGACGGCAGCGATGGCGGCGCGTGTGGGTACGGGACGC

TGGTGGACGTGGTGCCGATGAAGGCCCGCGTGGGCGCGGTGAGCCCGGTGCTGTT

CAAGGGCGGCCAAGGCTGCGGCGCGTGCTACAAGGTCAGGTGCCTCGACGCCAG

CATCTGCTCGCGCCGCGCCGTGACCGTCGTCGTCACCGACGAGTGCCCCGGCGGC

TACTGCTCCTCGGGCCGCACGCACTTCGACCTCAGCGGCGCCGCCTTCGGCAGGC

TTGCCGTCGCCGGCCACGGCGGGCAGCTGCGCAACCGAGGAGAGATCTCGGTGG

TGTTCCGCAGGACGCCGTGCAAGTACCGGGGGAAGAACATCGCCTTCCGCGTGGT

CGAGGGCTCGACGAGCTTCTGGCTCTCGCTTCTGGTGGAGTTCGAGGACGGCGAC

GGCGACATTGGATCCATGCAGCTAAAGCAGGCAAAGTCGGCACAGTGGCAAGAC

ATGAAGCACATCTGGGGTGCCACCTGGAGCCTCACGCCAGGTCCACTCATTGGAC

CATTTTCTGTTAGGCTGACAACCCTGACTACCAAGAAGACTCTCTCCGCTCAGGA

CGTCATCCCAAGGAATTGGACTCCCAAGGCTACCTATACGTCTCGCCTCAACTTC

ATATAA 

Nucleotide 

>BstEXPB-16 

CCATTGTCTCCACGTTCCCTTTGTGCAGACTGCAGAGCGCAGCTCTGAGCTCTGGG

CATTGGGCATTGGGGATTGGGGCTTCTCGAAGGCTTAAAGCTAGGTGACCGTGAC



CCAGAAAGAAGCACACTGCTCTCGTACACACGAGGCTGCAATAGCTGCGTTAGCC

ACGGTAGAAACCCCGCGCTCATCACAGATGGCCGGCGGCTCCGCCTGCTCAGGCT

CTCTGGCTCCCTTATCGGTCTGCAGCTTTGCTCTGCTCGCTTCTCTCCTTTCTGCGG

CGTCCGTCTTCGTTGGCGCGGAGGCCGGGGCGGCGCACAAGGTGGTCGACCCGC

AGTGGCATCAGGCCACCGCGACCTGGTACGGCAGCGCCGACGGCGACGGCAGCG

ATGGTAAGCTCCCCGGCCACGGCCACCTTACTGTATTTCCGAGGTTTCGCGCAGT

CGCATGCAGCAACGGCGGACTCTGCCGTCAGTTCGTCATCCGGATATACCTGGCC

GTTGATGAAGTACATTTGCGACTAACAAATGTGATAATGCATTGGATCCAGCGAT

CCGTATAGTGTGAGTTACGCTTTCTTTTTCTCCAGAATATGCTGCTAGCCGTTGGC

ACATTTTGGCGCCACGTCGCCGTATCCCTAGCTAGAGGGTACACAAGGAATTCTT

GCGGGCCCTGGTGCTACATTCCGGCACAATTAAGTCTAGTGAAGAGGCAGACTTT

AACATTCGTGTATATTATTGAGGCCGGCACGCGAGCGTCGTGCTAAAGGTGTTTG

TCATCAACAACTCGATTTTACTATAAACCAACAAGATACTATCGGTGGTCGGCAC

AGATCAATTTTAGTCTACACGCGCCACCGGTATATCTACCGACTGACAGACTGAC

ACGGCATAAACAACATGCAGCTAGAAGAAAAAGTAACTGAAGATTGAAGAAAG

AGTCAAAATTTGCACTGACGCCTTGTAGATGTGGAAGGCGCACGTCTAAGATCAC

AGTCATCTGAAAACACTGAAACTCAGTAATCAAGGCAGACACTTTCTTTGTCTTT

GTCTTACGGTTAACGCATCTCACAATGAATCCGCACGTAGTTCATGTCCTTGATGT

AGATGCAGAGATGCAGCGATTTGGCTGTCAAAAAGAAAAAGAGATGATGCAGCC

ATTTGCAGTGTCCCTTTTTCTTTTTTTGCGGGGAAGCCATTTGCAGTGTCCAATGC

CCCACAAGTGCTCTTTCGCCGTTTGGCTGGTGCCGTTACTAGATCTGACCAGCCAT

TCAGGACCACGGACGATCGATCGATCGGGTCGCACGTGCATGCATGCATGAAAA

CGTAAAACTCGAGCCGTAAGTAAAAGCTCTAGCACTAATTATCTACATGCATGTG

CGAACGCGCTGCATCACGCGTACGTTTCCTGTGCAGGCGGCGCGTGTGGGTACGG

GACGCTGGTGGACGTGGTGCCGATGAAGGCCCGCGTGGGCGCGGTGAGCCCGGT

GCTGTTCAAGGGCGGCCAAGGCTGCGGCGCGTGCTACAAGGTCAGGTGCCTCGA

CGCCAGCATCTGCTCGCGCCGCGCCGTGACCGTCGTCGTCACCGACGAGTGCCCC

GGCGGCTACTGCTCCTCGGGCCGCACGCACTTCGACCTCAGCGGCGCCGCCTTCG

GCAGGCTTGCCGTCGCCGGCCACGGCGGGCAGCTGCGCAACCGAGGAGAGATCT

CGGTGGTGTTCCGCAGGTGAGCGCCCCTTAATTCCGGTCGAGGCAACTAGCTAGC

TTGTTGCTCGTCTTACCATTTAACTAGTACAACTTTTTTAACCTCTGAAAGAGCAT

GCAACACTGCAGTTACAGCACGGCGTGTTAGACGGCTGTGGTCAACGAACAGAG

CTATAGCAGACGAAAAATATGTACCACTGCCTTCCGTCAATACGTCTGACGGTTT

AACCACTTGAACTCTGTCAAAATGTATCCGTGACAGCACTGTATTTGTCCCGGCC

GGCCGGCCGCAATGGTCCCGCGTAGAGTGGAAACAAAGTTTGTCGAATGCTCGA

CGGCACTGTCAGATCTGACTTAGCTTTGCTACCGATCGAGGACCACGTACGGGGT

TTCACCGTTCACATGCCGTGGCACCTCCAGTGGTTGTTGGATCCTGGACAACAATT

CCCCTGTCACGACTCCCCGGACCCCGAGTAGTCATGCACGCCAGCTTCTAACATT

CACTGCCTAGGAAACTCTTGTCGCGTGCCAAAGCGAGCTACCGGGTTCACACTTG

TCATGTTCGTTTACTTCATAGCGTGTGACGAGATAAACACTTGCAATTTGACTTGG

ATTAAACTTAAACTCCTCATGCGTGCGGCATGCGCGCGCCTCTCGTTTTCAGGAC

GCCGTGCAAGTACCGGGGGAAGAACATCGCCTTCCGCGTGGTCGAGGGCTCGAC

GAGCTTCTGGCTCTCGCTTCTGGTGGAGTTCGAGGACGGCGACGGCGACATTGGA

TCCATGCAGCTAAAGCAGGTAAACCAAAATCTCCATCTCGCCGTGTCTTCAGGCC

TTGATCATGCGCACCTTTGCATTGCCGTTGCCTTTTGGTAGGATCACCGCTCAAAA

GAACCGACAGAATAATCGCTCGTCACCTACTCCTATTCCGTTTTAGTGGTGGTAG

ACTCGCAGTAGCATGGAAATGGTACGCTAGTACAATTGGACGGTGGGTTGCTGAA



AATGCAAGAGCCATGCACGAGCAGCGCATCAGTGCATGCACATGTGACTGGACC

ACTCTTTCTGCAAGTGATTGGGGGACATGAAAGACGTTTCCTTGGTGGATGCTTG

GACATCCACGGGCCAGCCCATATTTAGTAGGCCTGTTCTAGAGCTTACCTTTTGTA

TTTGGAGCAAACTTCTTATCTGCGCGGTTTGTCCATTACTGATAACTTATCTCTGT

CGAATCACATTTGTGCCATGCCTAGCTAAAAATGATGATGTTCTAAAAAAATAGC

TAAAAATGATGAGAAAATAATGAACTTCACTTCGGTCACCGCTGCACAACTGCAG

TAGTTAGACTTACTAGCTAAATGCACGTGCGTTGCTACGGGATTAAAATTATATA

TTACATGCATGAGTTGTTTTAAATACTTATGTGTTCATATTTTCTGATTTTATGTTA

AGTAAGAATTCTCTCAAAATATTTATTTGAGAAAACAATTATCTCAGAAGTATAC

AACAAACCAAATTGACTACAATAAAAGATCTTGATACATATCTACATCACATTGA

ATGAGTGACAATCAAGTGATTATCTAACAAGCTAGGGTATAGTCTCAGTAGATTA

ATTGACGACCACCGTCTCGAATCTTTATAAGTGTAAATATAAAGATCACTATTTTT

ACCACTCCCACGATTGTACAGAATGACTATGATGCTGTCTCCAAATAGTTCCAAT

ATGCATCCACGTCTAGTTACCCCCGGGGAGCAGCTAGCATTTTAGCTGACCCCCG

AACTCACGTGCCCCGTTTGGTGAATATGCGATGCTCTTTGTCGTGTCCCCTGCTTT

TCAAATGATGCTAATTGCTAACCCTTTCCCCTTTCACAAAATTGCTATCCCTTTCA

AAAGAGCTTCATTCGTGAAGACTGATCAAGAAACCATCCAAATTTCCTATTCCAC

TACCACCAGCACTACCAAACATTATCTGCTTGATAGGCATCAGATCAGCCACCAT

TCATTCATTCATGCATTGACTGTCTGACTGTATTCAAATTGATTTTTGAACCATGT

TTGATATTCGCGATGCACAGATGCAACACAATAAAGGAGTTCATCTCAAGTCTTC

GCCTTTTCTTTTGCTACAAAAGTTTCAAGATTTGACTTTTGCGGCTCTATTACTGAT

CTGGAGACGCTAATTCAGACTTTCACTATGCATGCAGGCAAAGTCGGCACAGTGG

CAAGACATGAAGCACATCTGGGGTGCCACCTGGAGCCTCACGCCAGGTCCACTCA

TTGGACCATTTTCTGTTAGGCTGACAACCCTGACTACCAAGAAGACTCTCTCCGCT

CAGGACGTCATCCCAAGGAATTGGACTCCCAAGGCTACCTATACGTCTCGCCTCA

ACTTCATATAAAAATGACGGCGTCTGCGTAACCTGTTGGCCTCACATCCGTGGAG

TCCCACGGTCTTGTTCAAATTGTCTGTGTTGTGTGTAGTTAAGATTGTGATATTTG

TGTTAGAATGTGTACCCCATACCCCAGCAGGTAGCCCTCTCCGAACTGGAGAGAG

AGCGTGATGAGTCAGCGTTCGCTCCGTGATGATGTTGTTGGAGTATTGTCTATGTC

CATTAGACCATGTTCGTCTCTATACTCATCAAT 


