IDENTIFICATION

Species: Physcomitrium patens
Locus: Pp3c22_17770V3

Gene Model: Pp3c22_17770V3.3.p
Description: PpEXPB-07

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Ppatens_v3_3
KEGG: https://www.genome.jp/entry/gn:T01041

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Ppatens_v3_3
https://www.genome.jp/entry/gn:T01041
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DOMAIN ARCHITECTURE
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Query seq, TGS SYWL ROPT VLWL ALASYLPYAHSG SLEASGYTASULP GHAT WYGDPYGEG SSEGACGY TELAG TPYGLSYGAGSHY IYQNGIEC GECYE VK TYPSCKPTPSRIYI TOFCPGGTF CSTGERAFDLSEMAMTNMALPGROCELRNL GLYE T (YRRVPCY YPNONWAFKVOPG STRRUWLSFT IEVQGERGD IESYAIROGTF
carbohydrate binding site 4 4L

specific hits

B | Pollen_allerg_1
Superfanilies DPBB_R1pA_EXP_N-like superfamily Pollen_allers_t superfamily

List of domain hits d

+ Name Accession Description Interval E-value
[+] DPBB_EXPB_N 22 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansing 40-162 8.266-63
[+] Pollen_allerg_1 plam01357 Pollen allergen; This family contains allergens lol P1, PIl and Pl from Lolium perenne. 170-202 1.75e-00

SEQUENCES
Peptide
>PpEXPB-07

MGSSVVLRQPTVLLWIALASVLPVAHCSGSLEASGYTASWLPGHATWYGDPYGEGS
SGGACGYTELAGTPYGLSVGAGSAVIYQNGQGCGECYEVKCTYPSCKPTPSRIVITDF
CPGGTFCSTGEPAFDLSGMAMTNMALPGRDQELRNLGLYEIQYRRVPCYYPNQNVA
FKVDPGSTPFWLSFTIEYQGGPGDIESVAIRQGC*

CDS (coding sequence)
>PpEXPB-07

ATGGGATCCTCAGTGGTTCTTCGCCAACCCACTGTGCTGCTGTGGATAGCCCTTGC
GAGTGTGCTTCCAGTTGCTCACTGCAGCGGCTCCCTGGAGGCCAGCGGGTACACC
GCTTCCTGGCTCCCTGGACATGCAACTTGGTATGGGGATCCATATGGAGAGGGCT
CAAGCGGAGGAGCTTGTGGCTACACAGAGCTCGCAGGTACTCCGTATGGTTTGAG
TGTGGGTGCGGGAAGTGCTGTCATCTACCAGAATGGCCAAGGGTGCGGCGAATG
CTACGAAGTTAAGTGCACGTACCCATCTTGCAAGCCGACGCCCAGTAGAATTGTT
ATTACTGATTTTTGTCCAGGAGGAACGTTTTGCAGCACAGGCGAACCAGCATTTG
ATCTCAGTGGCATGGCCATGACAAACATGGCTCTTCCTGGCAGGGACCAGGAGTT
ACGTAACTTGGGCTTGTACGAGATTCAATACAGAAGAGTGCCCTGTTATTATCCA
AACCAGAACGTCGCTTTTAAAGTAGACCCCGGGTCCACCCCGTTTTGGCTTTCGTT
CACCATTGAATACCAAGGAGGACCAGGAGACATTGAAAGCGTCGCTATAAGACA
GGGGTGCTAA

Nucleotide
>PpEXPB-07

GTACAAAAGCAGTTATTGCGGTTAGTAGGAGACTGGTCCTGCATTGCATGGGGAT
GCTTGGACTGGTCGAATAGACGTTGCGGTCTGTGTGGAGCTACCCACATTTTCTG

CAGCACTTGTGACCAAGGATGGGATCCTCAGTGGTTCTTCGCCAACCCACTGTGC

TGCTGTGGATAGCCCTTGCGAGTGTGCTTCCAGTTGCTCACTGCAGCGGCTCCCTG
GAGGCCAGCGGGTACACCGCTTCCTGGCTCCCTGGACATGCAACTTGGTATGGGG
ATCCATATGGAGAGGGCTCAAGCGGTACCACACTCGATAATCACTCATTCTTGCA
TTGAAATTGCCTGTAACTCTAAATTGTCTGTATTATCTAAATTGCATAAATATAGA



TATATATGTATATATATATATATCATCTGCTAGACAATTCTGATAGTACATATCGT
GCTTCCGCATATCAGTTGATAGGGATAAGTGAAACCAAGAGTAGTAACCAGTAG
CTTTCAACAATGTCTATTGGTGTGGTTACCGTAGAGAATCTTCTTTCTTTGGACTT
ATTCACTTGATGACTGTTGACATTGTTCAGGAGGAGCTTGTGGCTACACAGAGCT
CGCAGGTACTCCGTATGGTTTGAGTGTGGGTGCGGGAAGTGCTGTCATCTACCAG
AATGGCCAAGGGTGCGGCGAATGCTACGAAGTAAGTGGTCTGTGTAGAACGCCA
TACCTTGCAAAATAGAAAACACACACAGATCCTCAAGACATTAATCTCCATAGAG
ATATTCAAGCACATAATTCATATTCTTTTGCTTTTTCTCCGGTGTATGATTCACAAT
GCAGGCCAACTTTTACGAAGAGGAGAATTAAAATACTTGTCAAAACTGTTGCCAC
AGGTTAAGTGCACGTACCCATCTTGCAAGCCGACGCCCAGTAGAATTGTTATTAC
TGATTTTTGTCCAGGTTTGTGCACTTGGCTCATTCGTTCAATTTTCTAACACATTAT
CACAGTCACGATGTCAGTTTATAACGATAATGTCTTTTGTACTCAAATACGCATTA
CTTGACAGATTAGTCCGTGTTTTCACAGGAGGAACGTTTTGCAGCACAGGCGAAC
CAGCATTTGATCTCAGTGGCATGGCCATGACAAACATGGCTCTTCCTGGCAGGGA
CCAGGAGTTACGTAACTTGGGCTTGTACGAGATTCAATACAGAAGAGTGCCCTGT
TATTATCCAAACCAGAACGTCGCTTTTAAAGTAGACCCCGGGTCCACCCCGTTTT
GGCTTTCGTTCACCATTGAATACCAAGGAGGACCAGGAGACATTGAAAGCGTCGC
TATAAGACAGGTAATGAATTTGGCCTTCTCGTTCACGGTCTCCAGGCTTAAACTTG
GAGTATTGCATGAAGTTTCTGTCATAGAGTTGCATGTATCTCCCAAAATCAGATC
AAGAAACTTTGCTTTAAGGGATGCTCTACTTTTAACAAGCACACAGATCATTCTA
TGTCCTCAACTCTCTTTTAAACTTTTTGGATGTTTGTCTCCAGGCTGGTAGCTCTGA
GTTCCAGCAGATGCAACACAACTGGTAATGCCACTCAGAATCACGCACTAGTACT
ACATCTGCTTCACTTGGAGTGAAGAATATTCAGTCGCATGCTGTTAGACTAAATG
GTCATGTGTTGATGTTTTTTCTGCAGGGGTGCTAATTACATGTTAATCTGCTACTC
CGGAAAGCCATTCAAGGGACCCTACGACGTGATGATCACTGCCAAATTGAACGG
CCATGTCCTTATTGCCCAGGATGCCATTCCGGAATACTTCCAACCAGGAGGTATC
TACGAGTCCAATGTGCAGCTAGGGTACTAGTTCGGGTTGGATCTACTGCTGAAGT
GTTGACGGAACTAGAATGTCATGCGAGTAAGGATTTATGTCACTGTAATCGATCC
ATGATTGGGCTGTTCTGGCCACTACAGCGGATTTCAACATTATCAGACTTCTAAA
CCTGCTTCCGGAAGGCCTGAAGTGAAGAGTCTGGTCTATGTATGTTAGCAAGAAA
TCTCTGACCTTCTTCATAAGAGACAGCTCCATGGCGTCCAGGAGGAACAGCGTTG
TAAGTTAGTTTGTGATATAAAAATTATACATTACACCTCCAAAATGACATTGAGA
CATAACGTTTGTATCCTCACCGTCATTTGAATTAACATATTTGGACTGTTGGTTGT
TGAGCTTCATACCAACATCGCGAAGGAGGTCTTTGAACACTGGATCAAGAGGTGT
GATAAAGTGCAGTC




