
IDENTIFICATION 

Species: Panicum hallii HAL 

Locus: PhHAL.9G404100 

Gene Model: PhHAL.9G404100.1.p 

Description: PhhEXPB-20 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1   
KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1
http://www.ocri-genomics.org/bolbase/login.htm


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>PhhEXPB-20 

MASMIAGSSKVVVALIFSLLVSYGSCARPPPVNLNASAFTADPNWEAARATWYGAPT

GAGPDDDGGACGFKNVNLPPFSSMTSCGNEPLFKDGKGCGSCYQIRCTNHAACSGN

PETVIITDMNYYPVSKYHFDLSGTAFGAMAKPGRNDELRHAGIIDIQFKRVPCDYPGQ

KVTFHVEEGSNPVYFAVLVEFEDGDGDAVQVDLMEASSGSWTPMRESWGSIWRLDS

NHRLQAPFSLRITNESGKQLVASNVIPANWVPNTYYRSIVQY* 

CDS (coding sequence) 

>PhhEXPB-20 

ATGGCGTCCATGATCGCCGGCTCGTCCAAGGTGGTGGTTGCACTGATCTTCTCCCT

CCTTGTCTCGTACGGCTCGTGCGCTAGGCCGCCGCCGGTGAACCTTAACGCCTCT

GCCTTCACCGCCGACCCCAACTGGGAGGCTGCCAGGGCCACCTGGTACGGCGCGC

CCACCGGCGCCGGCCCCGACGACGATGGTGGCGCCTGCGGGTTCAAGAACGTCA

ACCTGCCGCCGTTCTCGTCCATGACGTCGTGCGGCAACGAGCCCCTGTTCAAGGA

CGGCAAGGGCTGCGGATCCTGCTACCAGATTCGATGCACTAACCACGCTGCGTGC

TCCGGCAACCCGGAGACGGTGATCATCACCGACATGAACTACTACCCGGTGTCCA

AGTACCACTTCGACCTCAGCGGCACGGCGTTCGGCGCCATGGCCAAGCCCGGCCG

CAACGACGAGCTCCGCCACGCCGGCATCATCGACATCCAGTTCAAGAGAGTGCCC

TGCGACTACCCCGGGCAGAAGGTGACCTTCCACGTCGAGGAGGGCTCGAACCCC

GTCTACTTCGCGGTGCTCGTCGAGTTCGAGGACGGCGACGGCGACGCTGTGCAGG

TGGACCTCATGGAGGCCAGCTCCGGGTCGTGGACGCCGATGCGCGAGTCCTGGG

GATCCATCTGGAGGCTGGACTCGAACCACCGGCTGCAGGCGCCCTTCTCGCTGCG

CATCACCAACGAGTCCGGCAAGCAGCTGGTGGCCAGCAACGTCATCCCGGCCAA

CTGGGTGCCCAACACCTACTACCGCTCCATCGTCCAGTACTAG 

Nucleotide 

>PhhEXPB-20 

CGAAACACAGAGCTTCTTGTCTGACCAGCGCTAGCAACTAATTACGAGCTAGTAG

CTAGTAAGACAACGACGATGGCGTCCATGATCGCCGGCTCGTCCAAGGTGGTGGT

TGCACTGATCTTCTCCCTCCTTGTCTCGTACGGCTCGTGCGCTAGGCCGCCGCCGG



TGAACCTTAACGCCTCTGCCTTCACCGCCGACCCCAACTGGGAGGCTGCCAGGGC

CACCTGGTACGGCGCGCCCACCGGCGCCGGCCCCGACGACGATGGTACGCGTAT

ACATGTATATGATCACCGATGGTCGCCGGCGCCTGGCGCCTGGCGATCTTGCCGT

GTTTATGAACGACCTATAAACTTAAGCTTGCATCCATTCGCTGTGCGTGCAGGTG

GCGCCTGCGGGTTCAAGAACGTCAACCTGCCGCCGTTCTCGTCCATGACGTCGTG

CGGCAACGAGCCCCTGTTCAAGGACGGCAAGGGCTGCGGATCCTGCTACCAGGT

ACCCCTATATATATTATGACTTGGTCAGAGATACTATTTCCAGGACGGCACGTTTG

TGCTGTCGTCGTCTGCCCTCGTGGAAACGGAAATGGAGATTAGACTGAGAGAAA

AACTAGAATTAGGCACAGTTTTGCCGCACCCTCCATTTGCTGCTGACCTTTAATTT

TCCAGATTCGATGCACTAACCACGCTGCGTGCTCCGGCAACCCGGAGACGGTGAT

CATCACCGACATGAACTACTACCCGGTGTCCAAGTACCACTTCGACCTCAGCGGC

ACGGCGTTCGGCGCCATGGCCAAGCCCGGCCGCAACGACGAGCTCCGCCACGCC

GGCATCATCGACATCCAGTTCAAGAGGTCGGTAACACACGCATCTCTTATTTCAT

GGAATCACAGACCGACCAAATAATCTGTAGTAGGCCCTGCACGAACAGAATCAT

ATCTTGACCGTCTAGCTACTACTTTGCCGTGGAGCCCTTGTACTTTTGCCCAACCA

AGTTTGACGACAACGATCGGTTCAAGCAGATTCGCACAAATAGTAGTACTACTTC

CACTTCACAATCAATTTGGCGTTTGTGCACCATGCCTGTTGATCACAAGTTAAGCA

TAATCCAAATCCAAACGTATCACATGGCTAATGGCTTGTTCCTGCTGCAGAGTGC

CCTGCGACTACCCCGGGCAGAAGGTGACCTTCCACGTCGAGGAGGGCTCGAACC

CCGTCTACTTCGCGGTGCTCGTCGAGTTCGAGGACGGCGACGGCGACGCTGTGCA

GGTGGACCTCATGGAGGCCAGCTCCGGGTCGTGGACGCCGATGCGCGAGTCCTG

GGGATCCATCTGGAGGCTGGACTCGAACCACCGGCTGCAGGCGCCCTTCTCGCTG

CGCATCACCAACGAGTCCGGCAAGCAGCTGGTGGCCAGCAACGTCATCCCGGCC

AACTGGGTGCCCAACACCTACTACCGCTCCATCGTCCAGTACTAGCAACCAATGG

CGATCGTCTCTGCTGCTGCTGGGCACGGCAGTGGATACGATGGTTCGGCATCATT

ATTGGCTCGATTAGCTTGGTACTGTATCGTTTACATGGGATTGATGTGCCTTAGTT

ATTGATTAATTAGGTGGTGTTGTGTGTGTGAGTGTGCCTCTGTGTCGGAGATTTGA

CGACTGGGAAATGGAGGATGGAGGCAAAGTTTGCATGTGCTTTCCCGCCCATTGT

CAATGCTTGTACCAGTGTGATCAAGATTATAAATTATTAACAGTATTTTGAATGTT

ATATAGTATAAGTATACGCATGCTTTTATCTTGTTTC 




