
IDENTIFICATION 

Species: Panicum hallii 

Locus: Pahal.4G080800 

Gene Model: Pahal.4G080800.1.p 

Description: PhEXPA-12 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Phallii_v3_1  

KEGG: https://www.genome.jp/entry/T07366  

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Phallii_v3_1
https://www.genome.jp/entry/T07366


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>PhEXPA-12 

MASSLPLFLLLLLSGAGFCGGVRLGSGGYEDWRLGTATYVKEFQPHPLNDGGGACG

YGDLDIFRYGRYTAGLSAALFGRGGACGGCYELRCVNHIQWCLRGSPTVVVTATDF

CPANMGLADEAGGWCNFPREHLELSEAAFLRVAKAKADIVPVQFRRVSCDRAGGM

RFTITGSAHFLQVLITNVAADGEVAAVKVKGSRTGWIPMGRNWGQNWQCDADLRG

QPLSFEVTGGRGRTVTAYSVASADWMFAQTFEGKQFVE* 

CDS (coding sequence) 

>PhEXPA-12 

ATGGCGAGCTCCCTGCCCCTGTTCTTGCTGCTGCTGCTGTCCGGAGCCGGCTTCTG

CGGCGGCGTACGGCTCGGCAGTGGCGGCTACGAGGACTGGAGGCTCGGCACCGC

CACCTACGTCAAGGAGTTCCAGCCGCACCCGCTCAACGACGGTGGCGGCGCCTGC

GGGTACGGCGACCTGGACATCTTCAGGTACGGGCGCTACACGGCGGGGCTGAGC

GCGGCGCTGTTCGGGCGCGGCGGCGCCTGCGGTGGCTGCTACGAGCTCCGGTGCG

TGAACCACATCCAGTGGTGCCTCCGGGGCAGCCCAACGGTGGTGGTGACGGCGA

CGGACTTCTGCCCCGCCAACATGGGCCTCGCCGATGAGGCCGGCGGCTGGTGCAA

CTTCCCCCGGGAGCACCTCGAGCTGTCGGAGGCCGCGTTCCTCCGCGTCGCCAAG

GCCAAGGCAGACATCGTGCCGGTGCAGTTCCGTAGGGTGAGCTGCGACAGGGCG

GGCGGCATGCGGTTCACGATCACCGGCAGCGCGCACTTCCTGCAGGTGCTGATCA

CCAACGTGGCGGCCGACGGCGAGGTGGCCGCCGTGAAGGTGAAGGGGTCGAGGA

CCGGGTGGATCCCGATGGGGCGGAACTGGGGCCAGAACTGGCAGTGCGACGCCG

ACCTCCGCGGCCAGCCGCTGTCGTTCGAGGTCACCGGCGGGAGGGGCCGGACGG

TCACCGCGTACAGCGTCGCGTCGGCGGACTGGATGTTCGCGCAGACGTTCGAGGG

CAAGCAGTTCGTCGAGTAG 

Nucleotide 

>PhEXPA-12 

AAGTCACGGTGCGGCACCTCGCACAGTTGCAGGCCTGCAGCCACATCACATGCAC

GTGCCGCCCATCCCGCGTGCGCGCCTCGTGCCCCAGCAATATAAGCACGGCCGCC

CGCGGCACAGCCCGCATGCTCGTGCTCAGCAGCTGCAGTTGCACGGATCACCGCT

AGAGCTTAGCTTAGCTTCATTGCCGGCCGACGCCGCCGTGCACCGCCGGCGTGCA

GACAGAGCAGAGCAGAGCACGGTCGCGACAGGATTCGAGAACGATGGCCCGCGT



CTACAACAAGCGCCTCGCGGCCTCGGCCGTTGCGCTGGTGGTGGTCGCCTGCGCG

CTGGCCGCCGCCTCGACGGCCGGAGCGCTCGCGCCGTCCGGCTGGAGCAAGGGC

ACCGCCACGTTCTACGGTGGCAGCGACGCCTCCGGCACCATGGGTACGTACGACG

TTCGGTTCGGTCGCCTTCAATTTACAAAAGCTCGTGTCCATCCAAAGGTTCCATCT

TTTTCTTCTCCATCGTGACATGGACGCGGCGCTGCAGGCGGCGCGTGCGGGTACG

GGAACCTGTACACGCAGGGCTACGGGACGCGGAACGCGGCGCTGAGCACGGCGC

TGTTCAACGACGGCGCGTCGTGCGGGCGTTGCTTCAAGCTCACCTGCGACGCGCG

CGCGGACCCGCAGTGGTGCCGCCGGGGCACCTCCGTCACCATCACGGCGACCAA

CTTCTGCCCGCCCAACTACGCGCTGCCCTCTGACGACGGCGGGTGGTGCAACCCG

CCGCGGCAGCACTTCGACATGGCGCAGCCGGCGTGGGAGAGGATCGGCATCTAC

CGCGGCGGGATCGTGCCCGTGCTCTTCCAGCGCGTGCCCTGCAGGCGCCACGGCG

GGGTGCGGTTCACGGTGGCCGGCCGGGACTACTTCGAGCTGGTGCTGCCAACCAA

CGTGGCGGCCGCCGGCGCGGTGCGGGCCATGGAGGTGCGGGGCACGCGCACGGC

CGGGTGGCTGACCATGTCGCGGAACTGGGGCGCCAACTGGCAATCGCTGGCTTAC

CTCAACGGGCAGGGGCTCTCGTTCCGGGTCACCACCGACGACGGGCAGACCATC

GAGTTCGCCGACGTCGTGCCGCCGTCGTGGACGTTCGGGCTGACGTACGCGAGCA

GGCTGCAGTTCAAGTAGATTACAAGCTGATGAATGTGATGGGCCGGCCGAGCTAT

TATAGGTCGGCAGTGGCGTGCTTTCTGGTGGTCTGTTAGCTGCCCGCCCACGCAC

GCGTAATGTCTCGGCCCAGCCAGAATCTCTCTGCTTGTAATATCAGCGTCGCCGG

CCTTTTTGGTTCTTCAACAAGCCGCTTTCGCCTTCTTGGCTTCTTGTGTGTAATCTT

GCGTATCCATGGTAACGAACTTGGGAGTATTTA 

 


