IDENTIFICATION

Species: Arachis duranensis
Locus: XP_020992184

Gene Model XP_020992184.1
Description: AAEXPB-01
Family: Beta Expansin

3D structure:

GENOME DATABASES
NCBI: https://www.ncbi.nlm.nih.gov/genome/?term=Arachis+duranensis
KEGG: https://www.genome.jp/entry/T04300

EXTERNAL RESOURCES
https://peanutbase.org/organism/Arachis/duranensis



https://www.ncbi.nlm.nih.gov/genome/?term=Arachis+duranensis
https://www.genome.jp/entry/T04300
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Query seq.

Specific hits
Superfanilies

PLNOO19S
DPBB_R1pA_EXP_N-1like superfamily

Name Accession Description Interval  E-value
[+] DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily, Beta-expansins .. 40-159 8.81e-63
[+] PLNO0193 super family cl33423 expansin-A; Provisional 14-265 1.01e-14
Peptide

>AdEXPB-01

MKVHTCTLVVLCSMLLSTTCYCINPKFFNPSKAANDEKLWNQTRATWYGTPDGAGS
DSGACNYGKTVESPPISKLTAAAGSFIFRKGYGCGSCYEVKCTDNAACSGKPVTVVV
SDECSSCSGYHFNLSGAAFASIANPGQQDTLRKLGQVNLQYRRVSCSFGNSIAVRIGE

NSRPPTYMEASIEYVNGDAEYIDLEVRDQSFLTVSRVGGATWSFFFAGYNLQPPMTL

TLTQRYSNGTKGKTIQLPNIIPVDWKIGQLY QSKTNF

CDS (coding sequence)
>AdEXPB-01

ATGAAGGTTCACACATGTACTCTTGTAGTCCTTTGTTCTATGCTTTTAAGCACTAC
TTGTTATTGCATCAACCCCAAATTTTTCAATCCTTCCAAAGCTGCAAATGATGAGA
AACTATGGAACCAAACACGAGCTACATGGTATGGAACCCCGGATGGTGCTGGAT
CAGATAGTGGTGCATGTAATTATGGTAAAACTGTGGAGAGTCCTCCAATCTCTAA
ATTGACCGCGGCTGCTGGTAGTTTTATTTTTCGCAAAGGCTATGGATGTGGTTCTT
GTTATGAGGTGAAATGCACAGATAATGCAGCATGTTCAGGGAAGCCAGTGACAG
TGGTAGTAAGTGATGAATGCTCATCGTGTTCAGGATACCATTTCAATCTCAGTGG
CGCCGCTTTTGCTTCCATCGCAAATCCAGGTCAACAAGATACTCTTCGCAAACTTG
GACAAGTCAACCTTCAATACAGAAGGGTTTCATGCTCATTTGGGAATTCTATAGC
AGTGAGGATCGGTGAAAACTCTAGACCACCAACTTACATGGAAGCATCAATCGA
ATACGTAAATGGAGACGCAGAATACATTGATTTAGAAGTTCGTGATCAAAGTTTT
CTTACTGTTTCTCGTGTGGGGGGTGCAACATGGAGTTTCTTTTTCGCTGGTTATAA
TTTGCAACCTCCAATGACTTTAACGCTCACTCAACGTTATTCCAATGGCACCAAA
GGAAAGACCATTCAACTTCCTAATATCATCCCAGTTGATTGGAAGATTGGTCAAC
TTTATCAATCAAAGACAAATTTCTAG

Nucleotide
>AJEXPB-01

AAATTTCATTCCCATGATTTAGTTCTTAATATGCAATGATTCTCTTCTTATAAAAC
TTCTTTATTTATATGTAATTTTCTTCTTTGGGAAGATAAGTATTTTTATTTATGGAT
AATTTTGTAATCCACTTTCATTCACATTAATGACTCTTTTAAAATTTCAATAATCT



AATTAATACTCTCTTATCTTTATCCTTTTAAAAGGATTCTTATGAAGAAAGAAAAA
GGAAAAAAACTAAACGTTACACCTTCTTAATATTTGAAGTAAATATTTTTATTTTI
TTCCTTGAATGATATGAGCATATTAGAATTAACATTATTAATATTAATTATTGACT
ACTGTGAATGTTGACCATGGTCTAATATTAGGCTGTATGTGTTTGGAATAAAAAA
TATATGAAATTGAACTCTTAAAAAGTATGTACTATAAATATTACTAGCTAGCAAG
TAGTTTGAAACATGAGACATTACTACAGCTGCAAAATCTATCATCAATTCATCAT
GAAGGTTCACACATGTACTCTTGTAGTCCTTTGTTCTATGCTTTTAAGCACTACTT
GTTATTGCATCAACCCCAAATTTTTCAATCCTTCCAAAGCTGCAAATGATGAGAA
ACTATGGAACCAAACACGAGCTACATGGTATGGAACCCCGGATGGTGCTGGATC
AGATAGTAAGTGTGCAAGTTATATTAATCTTTATTATACATACTTTGTATATTTTA
TTAATTGACATGCTAATATTGAAACTTTTCTTTGTATCCACCAAGTGTAAAAGTCT
[TTTTTTTTTTCATTTCCATACAAGTATACTCTGGCATAGAAACTAGTCAAACTAC
TATAGTTGATTTGAATAATTTTATTACCAATTGTTTTTGTCACGGNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTTTATTTCAAAAATATATATT
AAGGATAAAAGTTGGATATATAATATTTAAAGGTGTTATATCTGAACAAATATTT
TATATTTTTTATTAAGACATATTTTAAATACAAAAAAATACGTATGTCGAATATTA
TGTCAAAATATATCTGAACATTCAATTAAATACGACAACTTAGCAAAATATTCGT
GCGAGAGACTCAATCAAACTAATCTCTATATATTAGAGATTAATTAATTAATTAA
TTAATTTGTTTGATGATATTAAGGTAATTATGTGCAGGTGGTGCATGTAATTATGG
TAAAACTGTGGAGAGTCCTCCAATCTCTAAATTGACCGCGGCTGCTGGTAGTTTT
ATTTTTCGCAAAGGCTATGGATGTGGTTCTTGTTATGAGGTACATTTATTTGCTTT
AATTTTCCATAAAAACTACCCTGTTTTCTTTTATATTTTCAGATATGTTTGAAGAA
TTTATTTTAATAAAAATATAATTACTAGAAAAAAAAATTCAAAAGTATCTTTTCTA
AGTAAGCTACTATTTTTAGTTTTCAAAAAAAAATCAATGTACATAAAAATGTATA
AAAAGACGAATTAATATTTTGAATAATATTAAATATACAAATTTTATGTTATTTCA
CACCTAACCACTAAACTTTTAAGCATTAAAATTATTATCTTAAAAAAAAAAGAGA
GAAAAGATAAGAAAGAATAACTGTTTCTTAATCAATTTATTACTCACTACATGCT
AAAGATTCATTTCTCTCTTACAATTATTTTTAACTTATAGAAATTAAACTACAAAC
ACGTACGTTTTTTTTTTAATTTATCAGTATAAATTAAATACTTTTCCAAAAAACCA
TTCCAAATCAAACCTAATTGTTCTCTATTTCTTTTTTTTTTCTTTTTTTTTTCATTTC
AATTAATGATGGAAAATATGATAACAAATAAAGATGATTATGATATATAGGTGA
AATGCACAGATAATGCAGCATGTTCAGGGAAGCCAGTGACAGTGGTAGTAAGTG
ATGAATGCTCATCGTGTTCAGGATACCATTTCAATCTCAGTGGCGCCGCTTTTGCT
TCCATCGCAAATCCAGGTCAACAAGATACTCTTCGCAAACTTGGACAAGTCAACC
TTCAATACAGAAGGTATAATGCTTTGAAAATAATTTTATTATTTTCAAACTAAATC
TTTTATAATAATCCAATAAGTTGGTCTTCTTAAGTATTTATGTTTCCCAAAGATTA
TTAGTTCCAAAAAAAAAAAACTAAAACAAAAATTAATTTTAAATAGTTTTAACAG
AATGACAAATTAGTCCATTTATATTAAAAAAAGTAAAAACTAATGACTTTTTATT
TTGTTTAGGATTAATTTGTTTAATATTCTAAAATTATTAGAGGTTTTTTTTTGGTCA
GAGACCAATTCATTTAAAGCATGAATTGTTTAAGATTATTTTGGGATGTTTCTTTT
TCTTTGTGTTAAAATAAAATTGAATTGATTTTCGATTCTCCTTGAATTTTAATTAA




CTTGCTTGTTTTTCAGATTCCATAAAATTCGAAGAATTAGATAAGAATTCATTTAA
TTTTAAATTTTAATAAGCACTAATAAAATTAGAGTGATCCATTTTAGTCATCACGA
TTTACAAACAAAATCTAATATATTTTAAATATATAATCATTCCAATAAATTCCAAA
ATATAACCATTAATTAGATTAAAAGTTATTGGTCTTGGTCACCAAATTAAAATATT
AGAAATATAACTATTCATATATGTTGTCGCGTTAAATTTTTTAGAAGAATGATTTT
GTAACATAATATCAAAATTTGTATGATCGACAAATCTAAAATGTTATAATGTTAT
TATATCTGTAGAATTCAAAAAATATATATAAAATAAATAAAGACACAAATCCAA
AAAAATTATTGCATCATAAGAAATATATCATCAAGAGATTTAGACCAATATAATA
AAAATAAAAAATGCAATATTTCTATCTTTGCATTTCAAACCATTCAGAAATAATA
TATATATTGTAGTGCTAATTTTAATTTGTGTTGTGTGTTTTAGGGTTTCATGCTCAT
TTGGGAATTCTATAGCAGTGAGGATCGGTGAAAACTCTAGACCACCAACTTACAT
GGAAGCATCAATCGAATACGTAAATGGAGACGCAGAATACATTGATTTAGAAGT
TCGTGATCAAAGTTTTCTTACTGTTTCTCGTGTGGGGGGTGCAACATGGAGTTTCT
TTTTCGCTGGTTATAATTTGCAACCTCCAATGACTTTAACGCTCACTCAACGTTAT
TCCAATGGCACCAAAGGAAAGACCATTCAACTTCCTAATATCATCCCAGTTGATT
GGAAGATTGGTCAACTTTATCAATCAAAGACAAATTTCTAGAAGACACTTACTAG
AAAATTTTATTATATTTCTATTTATAAATAATAGTCNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
GTATATTAAAATTAGCAATCAAAATCAGTTATGAGTAATTTTTTTTTTTTTGGTTT
CCCACGGTATCCCCCAACCCGACAGGTCAAGGACTAATCCGCCGCGGTACTGAGC
TCCATTTAAGGGTTTGCCGCTGGCCAATGGGTTGCTGCATACACAAGGCGGGATT
CGAACCCCCGACACTTGCTTAAGCGGACTAGTGAGAGTTTTGAGTATTTGTGTTT
GTTTGAGCGCTATTATTTTAATAAGAAAAAATCTTTTTTCAATAATATTTTTTTAA
TTTTTAGAGTGTTTAACAAATTTCTATTAGTAAAAATAAAAGTATTAGAAAAATTT
TAAAAAAAATATTTTTTTTGAGAAGGTGTAATTTACATCTTTTTTT






