IDENTIFICATION

Species: Kalanchoe laxiflora
Locus: Kalax.0561s0013

Gene Model: Kalax.0561s0013.1.p
Description: KIEXPA-44

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_ 1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1

GENE STRUCTURE

KIEXPA-44
5

L 1 1 1 L 1 L 1 L
Obp 3ibp A00bp G0bp Hkibp 1000bp 1300bp 1400bp 1600bp
Legend:

CDS s upstreamy downstream — Iniron

DOMAIN ARCHITECTURE

s
P S S W |

Query seq.
Superfanilies PLNO0OOS0O

+ Name Accession Description Interval E-value
[+ PLN00050 super family cI31535 expansin A; Provisional 1-242 1.11e-132
SEQUENCES

Peptide

>KIEXPA-44

MGFAGFLLVCFLSLGAFVDGYGGGWSDAHATFYGGGDASGTMGGACGYGNLYSQ
GYGTDTAALSSALFNNGLSCGACFELKCVNDDHWCRPGSIVVTATNFCPPNSLGGW
CDPPRQHFDLSQPVFLQIAAYRAGVVPVAFRRVPCRKRGGIRFTINGHRYFNLVLITN
VGGAGDVQSVSVKGSRTDWQAMSRNWGQNWQSNSDLNGQSLSFKVTTSDGHTVT
CANVASSGWQFGQTFSGLQFP*

CDS (coding sequence)
>KIEXPA-44

ATGGGGTTTGCTGGGTTCCTCTTGGTGTGTTTTCTCAGCTTGGGTGCGTTCGTGGA
TGGGTATGGCGGCGGCTGGAGTGACGCTCATGCTACTTTCTACGGCGGGGGTGAT
GCTTCTGGCACAATGGGCGGTGCTTGTGGGTATGGCAATCTGTACAGCCAAGGCT
ACGGGACTGACACTGCAGCTTTGAGCTCTGCTCTTTTCAACAACGGATTGAGCTG
CGGAGCGTGTTTTGAGCTCAAATGTGTGAATGACGACCACTGGTGCCGCCCTGGT
TCCATCGTGGTCACGGCCACCAACTTCTGCCCGCCCAACAGTCTTGGAGGCTGGT
GTGACCCTCCCCGCCAGCACTTTGATCTCTCTCAGCCGGTGTTTTTACAAATCGCT
GCATACAGAGCTGGAGTCGTCCCTGTGGCCTTCAGAAGGGTTCCATGCCGCAAGA
GAGGGGGAATCAGATTCACAATCAACGGCCACCGGTACTTCAACCTGGTCCTTAT
AACCAATGTTGGCGGCGCGGGGGACGTGCAGTCAGTTTCAGTCAAAGGATCAAG
AACCGACTGGCAAGCCATGTCAAGAAACTGGGGTCAGAACTGGCAGAGCAACTC
GGACCTCAATGGCCAGAGCCTCTCCTTCAAGGTGACCACCAGTGACGGCCACACT
GTCACCTGCGCCAATGTCGCTTCTTCAGGGTGGCAATTTGGCCAAACCTTTTCAGG
CCTTCAGTTCCCATGA

Nucleotide

>KIEXPA-44

TAATCCATTTTTAATTTTATTATTTGTTTTTTCAGCTAACCAATTAAACGAAAATA
AAACCTTAAATGCAACAATAAAGAAGGCCGCCATGCTTTCGTAGACGCAGCCTG
AAATCACTCGCAGCAGGCATCAGCGTCGTCAAGCCACGTGTCCACTCTCGCCCAC
AAACCTCCGATCGATTTCAATTTCCCAGGAAACCGAAATGCCGATGACACTCGGC
ATCGCGATCTCACTATCCATTAAACTTCCGCCTCTTTTGTTTTTCTGTGTGCTTGAT
GTTGCTGGCTGGGTAGTATATATTAGCCCATCATTCCGCCATTCGTTTCTCATCGC




TGCTTGCTTCTGCGTGTTTGAGCGGGTTTGGTATGTGTGTTTCTTTGTGAAGCTCA
GCTGTTTGATGAAATGCCGCAACGAGCTTGTCATGGTGACATTTGGTTTCTTTCTG
GCTTTTGCTGTGCAGGGAGAGATGGGGTTTGCTGGGTTCCTCTTGGTGTGTTTTCT
CAGCTTGGGTGCGTTCGTGGATGGGTATGGCGGCGGCTGGAGTGACGCTCATGCT
ACTTTCTACGGCGGGGGTGATGCTTCTGGCACAATGGGTGAGCACCGGGCTCAGT
TTCATACATGCCCCATGTGCTTGATTACTTGCTTGTTGAATCGTCGCTGAAAGTTT
TGTTCTTTTGGATTTTGAGCTCAGGCGGTGCTTGTGGGTATGGCAATCTGTACAGC
CAAGGCTACGGGACTGACACTGCAGCTTTGAGCTCTGCTCTTTTCAACAACGGAT
TGAGCTGCGGAGCGTGTTTTGAGCTCAAATGTGTGAATGACGACCACTGGTGCCG
CCCTGGTTCCATCGTGGTCACGGCCACCAACTTCTGCCCGCCCAACAGTCTTGGA
GGCTGGTGTGACCCTCCCCGCCAGCACTTTGATCTCTCTCAGCCGGTGTTTTTACA
AATCGCTGCATACAGAGCTGGAGTCGTCCCTGTGGCCTTCAGAAGGTAACAAACA
CATTGCAGCACCAATCTTGAGTAACTAGATTTTCAGTATCATCAAATGATGCATT
GAAAATTTTGCGGATTGTTATATAGGGTTCCATGCCGCAAGAGAGGGGGAATCAG
ATTCACAATCAACGGCCACCGGTACTTCAACCTGGTCCTTATAACCAATGTTGGC
GGCGCGGGGGACGTGCAGTCAGTTTCAGTCAAAGGATCAAGAACCGACTGGCAA
GCCATGTCAAGAAACTGGGGTCAGAACTGGCAGAGCAACTCGGACCTCAATGGC
CAGAGCCTCTCCTTCAAGGTGACCACCAGTGACGGCCACACTGTCACCTGCGCCA
ATGTCGCTTCTTCAGGGTGGCAATTTGGCCAAACCTTTTCAGGCCTTCAGTTCCCA
TGAACCGGACCTCCACCACCATCTCCAGTCACATAAACCTCTAGCCTTTGCTTAGT
TCAGGAGATGACTTGGGTCCTGGAAAATGGTTGAGTGGGGTCCATCTTTTTGATA
TGCCTAAGGTACTGTTATGATATGGGAGCTTTTCTATTGGACAATGCATATGCAGT
GGACACCAGCCCTCTACATGGAGTATGTGTTGCTTATGATGTCTTATGTTGTCTTT
CTGGGG






