IDENTIFICATION

Species: Setaria viridis

Locus: Sevir.9G031600

Gene Model: Sevir.9G031600.1.p
Description: SVEXPA-22
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sviridis_v2_1
KEGG:-
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SEQUENCES

Peptide

>SVEXPA-22

MAAMPALLLLVAAAAALVLPAAARIPGVYGGGAWQSAHATFYGGSDASGTMGGA
CGYGNLYSQGYGVNNAALSTALFNEGQSCGACFEIKCENQPGWRWCHPGSPSILVT
ATNFCPPNYALPSDDGGWCNPPRPHFDLAMPMFLHIAEYRAGIVPVSYRRVPCRKSG
GIRFTINGFRYFNLVLITNVAGAGDIVRASVKGSGTGWLPMSRNWGQNWQSNAILVG
DALSFRVTGSDRRTSTSWNAAPRNWQFGQTFEGKNFRV*

CDS (coding sequence)
>SVEXPA-22

ATGGCGGCAATGCCTGCGCTGCTTCTCCTGGTGGCCGCGGCCGCCGCGCTGGTCC
TCCCCGCCGCCGCCCGCATTCCCGGCGTGTACGGCGGCGGCGCCTGGCAGAGCGC
GCACGCCACGTTCTACGGCGGCAGCGACGCCTCGGGCACCATGGGLGGLGLETG
CGGTTACGGCAACCTGTACAGCCAGGGTTACGGCGTGAACAACGCGGCGCTGAG
CACGGCGCTGTTCAACGAGGGGCAGAGCTGCGGCGCCTGCTTCGAGATCAAGTG
CGAGAACCAGCCCGGGTGGCGGTGGTGCCACCCCGGGAGCCCCTCCATCCTGGTC
ACGGCCACCAACTTCTGCCCGCCAAACTACGCGCTCCCCTCCGACGACGGCGGGT
GGTGCAACCCTCCCCGCCCCCACTTCGACCTCGCCATGCCCATGTTCCTCCACATC
GCCGAGTACCGCGCCGGCATCGTCCCCGTCTCCTACCGCCGGGTGCCGTGCCGCA
AGTCCGGCGGGATTCGGTTCACCATCAACGGCTTCCGCTACTTCAACCTGGTGCT
CATCACGAACGTGGCCGGGGCCGGCGACATCGTGCGCGCGAGCGTGAAGGGCTC
CGGCACCGGGTGGCTGCCCATGTCGCGGAACTGGGGCCAGAACTGGCAGTCCAA
CGCCATCCTCGTCGGCGACGCGCTCTCCTTCCGCGTCACCGGCAGCGACCGLCCGC
ACCTCCACCTCCTGGAACGCCGCCCCGCGCAACTGGCAGTTCGGCCAGACCTTCG
AGGGCAAGAACTTCAGGGTCTGA

Nucleotide
>SVEXPA-22

GTACCACGCCATCAGGCAGTTCACCATCGCGCGGAGCCTCCGCGCTCGTTTCTCTT
TTTCACTGAGCGGTGGGCTCGCCGCCTCCTAGTAGACGCAGACGTGTAGGTAGAT
TACCCTCGGAGCCCCAGGAGAGCGCCATAAATACCACCCAGCCTTGGCCCTTCTT
CCTTGGCCTCCCCACCACTCTCCGCCCCCGCCCAGTCTTCCTGTGCCGCCGCGAAC
TGACACCGCCCGTCCCGCAGCGAGTGCAACCGCGGCGAGTCGCGAGGAAGCAAG



CCAAGGCAACTAGGCAAGCGAGCGAGGAAAGAGGAGGGGATGGCGGCAATGCC
TGCGCTGCTTCTCCTGGTGGCCGCGGCCGCCGCGCTGGTCCTCCCCGLCCGLCCGLCC
GCATTCCCGGCGTGTACGGCGGCGGCGCCTGGCAGAGCGCGCACGCCACGTTCTA
CGGCGGCAGCGACGCCTCGGGCACCATGGGTACGTTCCGTTCCTTTGGTTCGGCC
GCGGGTCTTCCATTCTTTCTTGGACGAGTTCTTGCGTTCGTCGTGTCGTGCCATCT
CATCGAGGATCCGAAATGGGTCTCTTGCGTTGCAGGCGGCGCGTGCGGTTACGGC
AACCTGTACAGCCAGGGTTACGGCGTGAACAACGCGGCGCTGAGCACGGCGCTG
TTCAACGAGGGGCAGAGCTGCGGCGCCTGCTTCGAGATCAAGTGCGAGAACCAG
CCCGGGTGGCGGTGGTGCCACCCCGGGAGCCCCTCCATCCTGGTCACGGCCACCA
ACTTCTGCCCGCCAAACTACGCGCTCCCCTCCGACGACGGCGGGTGGTGCAACCC
TCCCCGCCCCCACTTCGACCTCGCCATGCCCATGTTCCTCCACATCGCCGAGTACC
GCGCCGGCATCGTCCCCGTCTCCTACCGCCGGTACTGCTCCTCGGTTGCTAAAATC
TCGAGTTTTTAAGTGCTGAGACGAACACTAGCGACGCCTCTTGGGTTTGGTCGTT
GGGGGCGGTGCACGTAGTAAAAGACATTCACCTTGGTAGGGGCAAGAGCAGAGA
GCCGGACAGAGCTCCATGGCCTCAGCTCGTCTGCATTCAAGATTCCTCCACTCTCC
CCCACACGCCTTTTGAGGCGGCGCCTCGGCCTGCACTGTTGGTGGGGAAAAGAAA
GCCTCCGTGACGCGCTCCGTTCCGTCACAGGCGTCCAGTAGTAACGCCCACCCGC
GTCCGTCGCCTTTCCTGTGCCGTTTCATCTGCCCCGTCGGTCGATTTCGTCGCCGG
TTCGGTTGCACGGCATGGCCGATTTGATTCCCTGCCCGGCGGLCLCGGLGLGLCGLL
GTGATCACGGCGCCTGCAATTACTACCCCGGCGCGGGTCATGGGAATATGCACCG
GATCCGGGGTGTAAAGGCGGGGGCGGGTACTCCTTGCTGGGAGAGCAAACGCAA
TGCGAAATCCTGTACTGTACGTGGTAAAGGTGATTTGGTACGGAGCTGGAAATGG
AGGGCAGGGATCACTTCATCCTGTCCTGGTGTGGGCTAGTGCGCCTCTTTCTGTGA
TTGAAGCATTGGAGAGAGCCCCTTCCTAGTTCATGCTATGGTCCATTTCTCTGAAT
TTGGTAGGAGTAGATCTGAAGATTTGGCCATTGCCCGTGTGAATTCTGCGCAAAC
CATATGCACACACTTCAGTAGTAGTAGTAGTAGTAGTAAGCCCATTCCGGCATGT
CACATGTCCCAGTGCTACTAGTAGCTAGCAACCTTTCTTGTTCACATTCCGACGAA
CAGCCATTTTAGTAGCAAGTAACATTCTGTTCGGCTCTAATCAGCCATTTGCGTCC
GACGAGCAGGGAAGACCACCAGAGTCGGCTACAGAGAGGCCCAGAGCAGAGAA
GCCTCCAAAACAACATGGGGCCTGTAGTAGGAACAGTATAGAAAGTAGAAACAC
TCTGGTAGGGCACGGCACAGGCTTTGACCTTTTTCACTTTGGGCCGGCGGGGGGA
CACACCCGTGATTCCGGCCGTACGGGCCTCCGCCGGCGTCGCTGCTTTTCCGGTTC
TCCCGTCCACGCCTCACATCCCATGCCCTACCGGCCTACCCCCTGAAATGGCCAG
TTTTGCCCCTCGCTCGTCCGGCCTCCGGTCCCCGCGTGACCTGTAAAGACCAGGG
GCCGTCTCGTCCTTCCGTCCTGCAGCTCCACCATTACGCGTGAAGCCTAGCCGAGT
GGTCCTGCGGCTCTGCCGCCTGCGCTGCACCTCCTGACCGTGGTGGTTGTCCCATC
CTTTCTTTTTTTTTTCTACAGCAGCAAGTTCTGTAGTTTTTACAGTTTTGCCCCTGG
GAAAAATTAATGTTGCTCCGTTAATACTCTTGCTGATTACTACCTGCTGATTACCA
GATTGATTGGTTATCTGATGATGCTGTAAAAAACCACTAGCATTTTTTTTACTGAA
GAAGAAATGTGGTGATGATGTTTTGCAGGGTGCCGTGCCGCAAGTCCGGCGGGAT
TCGGTTCACCATCAACGGCTTCCGCTACTTCAACCTGGTGCTCATCACGAACGTG
GCCGGGGCCGGCGACATCGTGCGCGCGAGCGTGAAGGGCTCCGGCACCGGGTGG
CTGCCCATGTCGCGGAACTGGGGCCAGAACTGGCAGTCCAACGCCATCCTCGTCG
GCGACGCGCTCTCCTTCCGCGTCACCGGCAGCGACCGCCGCACCTCCACCTCCTG
GAACGCCGCCCCGCGCAACTGGCAGTTCGGCCAGACCTTCGAGGGCAAGAACTT
CAGGGTCTGATCGATGATGCTCCCGAGCATCATCGCCTACGCCGCCGGCGTTGTG
ATTCGGAAAAGAAGCCGATGCCTCTTATACGTAATTAGTATAGTCATTAAGCATG




TGTCGGGGTGGGAATGTGCGTCCAAGCTCACGCATTCTCGCCGTAATCCGGGTCC
AAGTCCTCTCTGAAAGGAAGCTTTTTCTTCTGAACGAGGGGGTCAATCAAAAAGG
GTAAAGTCTAGAGTTGGTTAGGGTATATTTGTCAGTCACAACTAGTCCCTAGTAC
TCTGCTCCATTAGCGTGCTTATGGCTACCCGACTGTGTGGTTATGGATCTTGTTTG
TGGTTAAGCCTCGGTTTGTGGGGGTGATTTCTGTTCGCAGAGTGGCTGAAGTGGC
TGCCAAGCTGCAGCTTAAAAAACTGGTCGCGGTGAGTGTAGCCCGCAGCTGCTTG
TCCTTGTCCCCTGTCATCTGTCTCCATCATGGACCTGATTTTAAGTACCAGTAAGG
TGATTGGAATTGTAAGAAGGCTACTACTACTGTTTGTCGTTGTTCTTTTTTCCTTCT
TTGTGATAGACTACTTGCTTAGGAAACTGATGTGATTTTCGCATGATGACGATGA
CGACG





