IDENTIFICATION

Species: Panicum hallii

Locus: Pahal.9G388400

Gene Model: Pahal.9G388400.1.p
Description: PhEXPB-22
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Phallii_v3_ 1
KEGG: https://www.genome.jp/entry/T07366
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Specific hits — Pollen_allerg_1
Superfanilies DPBB_R1pA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits .

Name Accession Description Interval E-value
[+] DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 42-163 1.28e-82
[+] Polien_allerg_1 pfam01357 Pollen allergen: This family contains allergens lol PI, Pl and Plil from Lolium perenne. 171-246 1.04e-30

SEQUENCES
Peptide
>PhEXPB-22

MASSSSKAAALAALLFSLLVTYGSCARPVSFNASAFTADPNWEAARATWYGAPTGA
GPDDDGGACGFKNVNLPPFSAMTSCGNEPLFKDGKGCGSCYQIRCTNHAACSGNPET
VIITDMNYYPVAKYHFDLSGTAFGAMAKPGRSDELLHAGIIDIQFKRVPCNYPGQKV
TFHVEEGSNAVYLAVLVEFEDGDGDVVQVDLMEANSGSWAPMRESWGSIWRMDSN
HRLQAPFSLRITNESGKQLVASNVIPADWVPNTYYRSIQY™*

CDS (coding sequence)
>PhEXPB-22

ATGGCCTCCTCCTCTTCCAAGGCTGCTGCACTTGCAGCACTACTCTTCTCCCTCCT
TGTCACGTATGGCTCGTGCGCTCGGCCGGTGAGCTTCAACGCCTCCGCCTTCACC
GCCGACCCCAACTGGGAGGCCGCCAGGGCCACCTGGTACGGLGLGLCLCCALCCGGL
GCTGGTCCTGACGACGACGGTGGCGCCTGCGGGTTCAAGAATGTCAACCTGCCGC
CGTTCTCGGCCATGACGTCGTGCGGCAACGAGCCACTGTTCAAGGACGGCAAGG
GCTGCGGATCCTGCTACCAGATACGGTGCACTAACCACGCTGCGTGCTCCGGCAA
CCCGGAGACGGTGATCATCACCGACATGAACTACTACCCGGTCGCCAAGTACCAC
TTCGACCTCAGCGGCACGGCCTTCGGCGCCATGGCCAAGCCCGGCCGCAGCGACG
AGCTCCTCCATGCCGGCATCATCGACATCCAGTTCAAGAGGGTGCCCTGCAACTA
CCCCGGGCAGAAGGTGACGTTCCACGTCGAGGAGGGCTCGAACGCCGTCTACCT
GGCGGTGCTCGTCGAGTTCGAGGACGGCGATGGCGACGTGGTGCAGGTGGACCT
GATGGAGGCCAACTCCGGGTCGTGGGCGCCGATGCGCGAGTCCTGGGGATCCAT
CTGGAGGATGGACTCCAACCACCGGCTGCAGGCGCCCTTCTCGCTGCGCATCACC
AACGAGTCCGGCAAGCAGCTGGTGGCCAGCAACGTCATCCCGGCCGACTGGGTG
CCCAACACCTACTACCGCTCCATCATCCAGTACTAG

Nucleotide
>PhEXPB-22

CGCGCTACACTCGTGTTCATCCTGTTTTCTTGTTTCCGGGGGAAGGCCCAACAACA
CCGTATGCCAGAGTCCTGAGTACCCCTAATCTATGGTACTGTCTCTCGTGGATTAT
GGATGGTGATGATTTTAGGAGAGAAAAGGGCAAGCCCCTCATTTAACCTCCCATC



ACGGAGAAGAAAGTGATCCAAGTTCTACAGCATCCCAGCACAGGCACAGAATTG
AGCGTAGACCCAGGCACAAGCACAGCCAAAACTTGAGGTGTCTCACCCTCGCCG
GAGGTGATGAACTGATGTACCTTGTGCTGCCATGTTTAGTACATCATGTACTGAA
GTGTTACATGCGTATGTGCTCAGCATGCTGCTACACTGTGTCATCGATCGACGCG
GTCTCGTGGACGGTCACCTCGATTTTAATTACCCGTTCCTGCCTGCTACACTACTA
GCATCATTTTCATTCATATTTGCTCGTTTCTATGTACCCAAATATGCGTGCCCGGT
CCCCTTTTCATTCCTGTCGTTCCTCCTAGTCATAAAACTTGAATGTGGAGATGGCT
GCATTTTATTCCTAGCCATAGGCAGGGAGGAGGTGAGTAAGGCTTGGCCGCAAG
AAGGGCAGAGCCACCTAGCCGTCCCGGACATCATTCGGCCAATTTCCTCGAATGG
TGCAGCATCTCAGAATAGAATATTTCTCTCAAATTGGATTACCTCAAGATGACTT
GATTCAGTACACTGAACCAAACACAGGGACCACCCTTCATTCAGGATCATCCCGT
TCACGTACCATTCGCATGATGCACCAAGCACTGCCTGCATGTTCAACTTGGTCCA
GCCGACCAAAAAGGCATCAGGATAGGAGCGAGGACTCGCGGACTCGGTAGTAGT
ACCCTGCAAGACAGTCGCATCTCTAGAAAATTGAGGCCCATGCGTTTCCCGTGGC
ACAAACTTGTAGGGCGGCTTCTACGCGCGCGCATACTGGACTCTGCATTCACTTT
GCACCACGCATTTCTTCCCAATTCCCGACGGACAGCAACATGGTGTAATGGTGTT
CGCCGTATCGTTGGATTAGTACCAACTTGGCAACTTCCAGCGCAACTGAAACGGA
TTTGGTATCTCTTTACCCAGCTCTGTATTGCAGTTACAGTACCTACGCATCATTGA
GGGGTTTGGTAGACAGAATCCATACAATGATGACCCGGCAATGATGGTGCCCTCC
CATGATTCAATTGCAGACCTGTCTCTCCTTCTGTATCCGGCTGTGCGCGAATCTCC
CGCTCACGACACCGGGACAGGAGTCTTGAAAATGTTCCAAGGATCACTGGATCA
GTGAGCAGGCACTGGCCGCTGTTGATAATACGCAACATGCCATGGCTGCCAAGA
AGCCGTTACTTTTTTTAATAGTTCACTCGTGACCCTAAGCCTCTTCCTCCCATGTG
ACCCCTACCAAAGCAGGGCGGGCGCAACGACCGCTGTGATGGCGATCGCGGCGC
ACTGATGATCCTTCCCCGGTCTATAAGTGACCCGGCAGCGTGCCCGTTCCTGACC
ATCCCAGCGCACAACTCCTTCTCCTGTCTGCCCGGTGGTAGTAGTACTAGCTACCC
TCGCAAGCTTGCGAGCTTGTCCGACTTAGCTTGTAGCAGCGCTAGTTGCCTCGCTA
GTAAGATGGCATCCGCCATGATCGCCGCGAAGGTGGCCTCGCTTACTGCCGCACT
ACTGATATTCTCGCTCCTGGTCACGTATGGCTCGTGCGCTCGACCGGTGAGCTTCA
ACGCCTCCGCCTTCACCGCCGACCCCAACTGGGAGGCCGCCAGGGCCACCTGGTA
CGGCGCGCCCACCGGCGCCGGCCCATACGACGACGGTAAGTTCGTGTGTAGATG
ATCTCCGGCGCCTGGCGCCTGGCGCCTGGCGATCTTGCCGTGTTTACGAACGATC
TGTAAACTTGCATCCATTTGCGTGTTCATGCAGGTGGCGCCTGTGGATTCAAGAA
CGTTAACCTGCCGCCGTTCTCGTCCATGACGTCGTGCGGCAACCAGCCCCTGTTCA
AGGACGGCAAGGGCTGCGGCTCCTGCTACCAGGTAGATTAATTGATTGGCCATCA
AACAAGTTAAAGCTCTGCTGCCGCGGCCGTAATGGAAACGGAAAGCTCAAGCAC
AGTTCTGAGTTTCGACCCACTCTGTTTTGTTTCCTTTTTTCAGATACGATGTACCAA
CCACGCTGCGTGCTCCGGCAACCCGGAGACGGTGATCATCACCGACATGAACTAC
TACCCAGTGTCCAAATACCACTTCGACCTCAGCGGCACGGCCTTCGGCGCCATGG
CAAAGCCCGGCCGCAACGACGAGCTCCGCCACGCCGGCATCATCGACATCCAGTT
CAAGAGGTGGGTAACATGCGCCGCACGTTGCTCGGAGCCACAAGCCCCCACAAT
CTGCCGGCCCCACCTGAACAGAATATAGGCCCTGCCACTGTCAATCTACTTGTGC
TGCATGTGGAGCCCTTGTAGATTCGCAGAAATTTTTAGCAGTTACTGTGGCTACTC
CTAATCTCTGGAGGCCTGATGACAAGACTGATGGAAACATGTCACATGCAGGGTG
CCCTGCAACTACCCCGGGCAGAAGGTGACCTTCCACGTCGAGGAGGGCTCGAAC
CCCATGTACCTGGCGGTGCTCGTCGAGTTCGAGGACGGCGACGGCGACGTGGTGC
AGGTGGACCTGATGGAGGCCAACTCCGGGTCGTGGGCGCCGATGCGCGAGTCCT




GGGGATCCATCTGGAGGATGGACTCCAACCACCGGCTGCAGGCGCCCTTCTCGCT
GCGCATCACCAACGAGTCCGGCAGGAAGCTGGTGGCCAACCGGGTCATCCCGGC
CAACTGGGCGCCCAACACCTACTACCGCTCCATCATCCAGTACTAGCCCTGCTAC
TGCGTGCATGCGCTCTGTAATTTTCCGGTGTCATTGGCCGGCTTAATTGTATGTAT
ATCGTCGCTGCGTTTATTACTAGGTAGTGCCAGTAATTAAGTGAGGCACCGGAAG
CCCGGCAATGCCCTAGGTGTTGTGTTTCAGCAAGTGTTGGCAGAGTAGGAGATGA
GGAGGCCGGTTTGGATGTGCTTTCTCGCCCGGTGCCAATGTATTTTTCAGTGTGAT
CATCAAGACTATAATTGGAAAACTGGTTCTGTGTGGCATTCAGAACGGACAT



