IDENTIFICATION

Species: Physcomitrium patens
Locus: Pp3c18_19690V3

Gene Model: Pp3c18_19690V3.1.p
Description: PPEXPA-30

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Ppatens_v3_3
KEGG: https://www.genome.jp/entry/gn:T01041
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Name Accession Description Interval E-value
[+] PLN00193 super family cl33423 expansin-A; Provisional 10-258 1.34e-86
SEQUENCES

Peptide

>PpEXPA-30

MTMAQRNPKMVSARVAAALFVILAGCISQALAVYGPGRWDTAHATYYGGRDAGGT
MGGACGYGNLYNTGYGVKTAALSAPLFKGGATCGACYELTCILSQSKYCYQNKKIL

ITATNFCPTGSTGGWCNPPRKHFDLSEPMFTTLANRVGGVIPVNFRRVHCYKKGGMR
FTINGNPYHMMVLVYNVAGAGDVQQMFIKSPTTGWLQMSRNWGQIWTYKGGPRNI

VGFALSFRVYTSDRRQVVSYNAAPANWRFGQTFSSGAN*

CDS (coding sequence)
>PpEXPA-30

ATGACAATGGCGCAGAGGAATCCTAAGATGGTGTCAGCTCGAGTGGCAGCTGCG
CTGTTCGTGATTCTGGCGGGGTGCATTTCGCAAGCACTGGCTGTGTATGGTCCAG
GTAGATGGGATACAGCTCATGCGACATACTATGGAGGCAGGGATGCGGGCGGCA
CAATGGGAGGTGCTTGCGGGTATGGGAATTTATATAACACTGGTTACGGTGTTAA
AACGGCCGCCCTGAGTGCGCCGCTCTTCAAAGGTGGAGCCACATGTGGAGCATGC
TACGAGCTCACTTGCATTCTCAGCCAATCCAAATATTGCTACCAGAATAAGAAGA
TTTTAATCACGGCAACAAACTTTTGTCCCACAGGATCCACGGGAGGGTGGTGCAA
TCCTCCCCGAAAGCACTTCGACCTTTCAGAGCCCATGTTCACCACCCTGGCAAAC
AGAGTCGGAGGCGTCATCCCTGTCAACTTCCGAAGGGTGCATTGTTACAAGAAAG
GAGGGATGCGCTTCACCATCAACGGGAACCCCTACCACATGATGGTACTCGTCTA
CAACGTAGCAGGCGCCGGCGACGTTCAACAGATGTTCATCAAGAGCCCGACGAC
AGGGTGGCTCCAAATGTCGCGCAACTGGGGCCAGATTTGGACATACAAAGGGGG
CCCCCGGAACATAGTTGGCTTTGCCCTCTCCTTCCGAGTATATACCAGCGACCGCC
GGCAAGTGGTATCTTACAATGCGGCCCCTGCGAATTGGAGGTTTGGCCAGACCTT
CAGCAGTGGTGCCAACTAG

Nucleotide
>PpEXPA-30

AAAATGGCCTTCCATTTTAAGCCATGTCATAAAAGTTGCGACTGCAGACTTCTTTC
TATTGTTGTATGTGCCACAAAGAGGGCCTCACACCGATACTGCTCCAAGTTTATC
ACCATAATATCCTATCAGAAAACATATATAGAAAGTATGGTAGAGAACGGATTC
ACACAAGCATGATGACAACTTGCGGCAAAGTGAAGGAGCAAAAGCAGAGGAAG
ATGATGAAGCTGGAGATTAAAGAGCGAGATGATCAAGTTCATGCTTTGTGAAAAT



GAGGGGAGGGCCTGATTGCTCGGATAAATGGACGGCATGCTTGTTGCACTGCGG
AGGCGAGTACTGTTCCTTATCTGTTGCTTTGGGGAAGTTTTCTCTTTCTCTGGACG
CCGAAAGCCGAGTTTGTGTTCCATCTGTTGCTAAGTATAGTAATGGGAACAGACA
GGAGCTCCTCTGATGAATGAGGTCGGCGGCTAGAACTCTACAAGGGTTTGCGTAG
GTGTTTTGTCATTTGCAATAATCCGTGGTTAGTGTTCTAAATTAAGGGCGGGCACA
GATGACTAGAGCGCAACTTTGGTCCTGGAAAGCCTCTAATCCAATGCTATAATTG
TGAGGTTTGTGAAGTCTGAGGAGTCACTTTGTGATTTTGTGAATTTGGGTCCCACT
GCTAAAAGCAGGCCGACATCACGGGAGCCATTCATCGATAATCAACTCCCATTTT
ATTATGGTTCTGAAATTAGAGATAATCCACATCCTGCGTAGTAGCGACTATTTTGC
ATCGTCCGTTCGATGCAGTTTTTTTGTTTTGCTTCATTACGTCCTGATGATCTTTTC
CAATGTCTTTTTCTGGTTGTTTTTGTTTTTGTTTTTGTTTTTTTTGGTACGGTCGTCT
TTTTTTTCTTCTTCTAACCGTGCTAAAGCACCCTGATGTTCTCATCAAGTTGTCCGG
GGAACTGTTTAGGGTGAAACATACTTTCAGGACCTCATTATAAAAGCGCAAAAGG
GAATAAGATTAGTTCATAGGGTATAGTAGTGATGGATCCAATATTTCTATTCTGA
ACTAAAACGTAATAAAAGAAATTCAATAATTGTTCACAGACAGATTTTGACATGC
GAAGCGCGGTGATAATAACACTTGCACATCGTATTGAGTCCATGTGAGTGTATTA
CTCCAAGAAGGAGCTACCATTTCAACTTTACCTGTTCTTGCATTATGTTGCATTAT
CTCTTTTGACTTGATTGATGTGAATAATAATAACAGAGAATGACAGTGAGAATCC
TGTCGCACTGAATTAGTCTCAGGAAGGCGGTCAAGGATTAATACAGGTGTTGCAA
AGGATTAGAAGGCGAGAGTGTTGAATTCCAAGATGCCTGGCATACTCTGTTGCAC
ACGAGGGTTGAGGAAGGAGATGTCAGAGGGGGTGACGAAGGTACAATGCCAGA
CAACCAAAACAGAAACCTGAGCAACAGGAAATCGACTCCAGGTCCACCCGTTCC
GCACTCCAGCAAGAAGATAAGTGTGTTTGAATATGTCGCTTGTGTACTGAATGTT
CAAAAAACGAATTTTACTCGGTTGCTGTTGGAGCCTCGATCCACACTCGCACAAC
TTGATGTGAGTCGAACGGCCCGCATGGTTTCCGGGAGTTTCTTCGCTACAAAACC
TGCAGAAAGACAGAGACTCGAGTCGAACTAGTCGAATAACTGGTCTCTGCTAAG
AAACAAACCATAGCTTGAAGATTTATCTGGTGTAAGGAAATACTCATATATTTTT
CGAGTTGTTTTTAATTCTTTATTTTTATTTTTATTTATGACCGACCGGTGCAGATGA
CCGACCAGACTATCCGCAGCTGGAGTCTGATCAAGGGACACACAAGCGTGTGCA
ATTGCAACCACTACAAATCCACGGCAATTTATGAGTACCGTCTTGTGGGATGTAA
AAAGGCGAGAAACGTTAACTGGACATTCGAGTCGATAAGCACCAGACTAATTAT
GTCCCTCTCTATCTCATATGTATATATAGAAAGCATTGTTTTTTGAGTTTATTTTCA
GAACTAAACGAAATCGGTTAAAGAAAGAACGCTGTGGGTCGTTGAGGACTAAGG
TTTGCAGTCCATTAAAAGGAATGCAATGCATGATCTCTGATTCCACATATTGCCTA
CTGAGAATTTTCAGAGCGATGGCAGTTATAATATTAGAAACAACAGCAATTTCCT
CGAGCTCTTTCTTCAAAAAATCAGAGACTCTGTGGAGGCATGATTTGGTCGCGAT
AATTGAATACAAAATACTCGGGTGAAATCGCACTTCTAATGAGCTGCTAGAAGAC
TGGTTCCAGAAAGTCTACTGTTACTTACATGCAATTTTTCAAGAGCTCATGGGGG
CAATGGAGACTTTAGCCAACTAGGAAATCAGGGCGGAGGTTCTCAAGTGGTGTA
ATCCAATTGCAACGAAATTTTCTGCGTCGATTAATGAAGAGTGCGAAATCATGCA
CCAGGGATCCTAAATTTGCAAGTCAATTGCGAGGGGTAGCCAATCGCATGCTCGT
TTGCAATCACCGCAGCGTTCATCAACACACAGCCTAGTAACTCAGTTGAATGTCG
AGCAATTGACACGGAGACTGAGCGCCGTGTGAAGCTATGACCGCTTTCAGGAACT
CGGAAAGCTCCTGAAAAAGTCTTGGGACAGGATCTAAGTTCGACCTATGGTACCA
ATCACTGCATCGTCGCAGACCTAAAACCCAAGCGGCGTTGACCACCTCTCTGCGG
GAGATCAGTGTCTTGTTCTATGTGTGCATGTCCCCACCACCACCAAGTCCCGGACT
ATGTAAGGTTGGGCGACACGATTCATTGCACATCAATTTGTGACCCTCAGCTTAG




AATCCCTGCCGTCTTTCTTTGATGTCCAATCTCTTCGATGGTCCAGTGTTAGTACA
TTCACTGCAACCTATCACCGCCAGTTGTGGAGGACAAGCGCAAGGCGAAACCACT
GGTCGTGTTAGAACACAGTCAAGTTGCGTTAACAATCCATGACAATGGCGCAGAG
GAATCCTAAGATGGTGTCAGCTCGAGTGGCAGCTGCGCTGTTCGTGATTCTGGCG
GGGTGCATTTCGCAAGCACTGGCTGTGTATGGTCCAGGTAGATGGGATACAGCTC
ATGCGACATACTATGGAGGCAGGGATGCGGGCGGCACAATGGGTACGTTATCTTT
CTTGTGACAAAATGTGTTTGAGCTTAACATCTGGTGCTGCACGATGTCGGTGCAA
TTGTCTGAACAAGCAACACATGTCATCTCATGTAGGCGACCGAGACGGTCTTGAT
GTAGCAACGTTTTGTGTAAATCGCTGTACATCGTCAATCAGAATGTTGTCCCATTA
CTGGACGCATCTCTTGAAGCTTGTTATAGTGTAGTAGGATACAACCAATAGCGAA
TAAGTGGTTTCCGTAAATTCAAGCAAGATTGCAGCAATTTATAAGGATTGATGAG
CTGACTGGACCTTGAGAATATGCATCTCGCATATCCACGTAGTTCCTCGTTCGGA
AAGAATGTTCAGTGGCCACTTTAGTTGACAACATCCTATTATTGGATTGAATGTG
CAGGAGGTGCTTGCGGGTATGGGAATTTATATAACACTGGTTACGGTGTTAAAAC
GGCCGCCCTGAGTGCGCCGCTCTTCAAAGGTGGAGCCACATGTGGAGCATGCTAC
GAGCTCACTTGCATTCTCAGCCAATCCAAATATTGCTACCAGAATAAGAAGATTT
TAATCACGGCAACAAACTTTTGTCCCACAGGATCCACGGGAGGGTGGTGCAATCC
TCCCCGAAAGCACTTCGACCTTTCAGAGCCCATGTTCACCACCCTGGCAAACAGA
GTCGGAGGCGTCATCCCTGTCAACTTCCGAAGGTACTGCATTGATCCCCCGTTCTT
GCATCATTGCTCTCACCTAGTTTTCCTCGGGCTCTGCAACCGAAGGATGAACCTGT
CATAACACTGCAGTGAATAATGTTTCTCTTGTAATTCAGGGTGCATTGTTACAAG
AAAGGAGGGATGCGCTTCACCATCAACGGGAACCCCTACCACATGATGGTACTC
GTCTACAACGTAGCAGGCGCCGGCGACGTTCAACAGATGTTCATCAAGAGCCCG
ACGACAGGGTGGCTCCAAATGTCGCGCAACTGGGGCCAGATTTGGACATACAAA
GGGGGCCCCCGGAACATAGTTGGCTTTGCCCTCTCCTTCCGAGTATATACCAGCG
ACCGCCGGCAAGTGGTATCTTACAATGCGGCCCCTGCGAATTGGAGGTTTGGCCA
GACCTTCAGCAGTGGTGCCAACTAGATGGACACACATCACTGCGGTTGCAGAAAT
GGCATAGCTTTAGCAGCCATCGACCATCCATCTCTGCGTTTTGTAAACTAAGCAG
TGGCGTGATTTTTTTTTCACCCGCCCGCTCCAGCTCCAAGCCATACCTACCTTACG
TGCTTGGATGCTTAAGCTCTGAATAACGGTGCAATGTAGTTGCTAGCTCTGAATA
ACGGTGCAATGTAGTTGGTAGCTATGACAAACGGATTGCACATGTAGGAACCCAC
CCGGAGAATAATGACGTTGCCCCAGTAGCCAATCCACGTGAGATAGTTGCCGAG
GTGCTGTGCACATGTTGCACCACCCGCTCCCCTTCTGTATCACTTTTCGTAGGATC
ACCGTTACTACAAACAAAAACACATAAAAAAATTCAAAAAATAAAAATGAAACA
CTAAAAAACACACAAACCCCCCCGCCCCCCCAAATAAGAATCCTAGCACATCCCA
GCAGTGCAAGAGCGGAGATGAGCTGCTCGCACCGAGTTTGAGGAGTTTGCGTTCC
GTGTGGAGCGTGTTTTTGAATACGCCCCCCGGACGTTGTAACGCATATTTCCACCT
TCTGTTTAATAAAACAAAGAATAATACCTTCTGTTTATTGTTGAGCATGGCTAACA
TCGCACACAAAACGGAAAGGTATCTGGTTGCCCTTGCTAATGTGGT



