IDENTIFICATION

Species: Brachypodium sylvaticum
Locus: Brasy4G311700

Gene Model: Brasy4G311700.1.p
Description: BsyEXPB-18
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Bsylvaticum_v1 1
KEGG:-

EXTERNAL RESOURCES
http://jaiswallab.cgrb.oregonstate.edu/genomics/brasy
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DOMAIN ARCHITECTURE

Specific hits
Superfanilies

PLNO019D
DPBB_R1pA_EXP_N-like superfamily

List of domain hits .
Il Name Accession Description Interval E-value

[+] DPBB_EXPB_N d N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily, Beta-expansins 45-168 6.12e-67
[+] PLNOO193 super family « 4 expansin-A; Provisional 16-271 5.48e-25

>BsyEXPB-18

MAGGSGSLAPLSGSCFALLASLLSAVSIFVSAEAGAVHKVVDPQWHQATATWYGSA
DGDGSDGGACGYGTLVDVVPMKARVGAVSPVLFKGGEGCGACYKVRCLDAGICSR
RAVTVIVTDECPGGYCSSGRTHFDLSGAAFGRLAVAGHGGQLRNRGEISVVFRRTPC

KYRGKNIAFRVVEGSTSFWLSLLVEFEDGDGDIGSMQLKQAKSTQWQDMKHIWGAT
WSLTPGPLIGPFSVRLTTLTTKKTLSAQDVIPRNWTPKATYTSRLNFI*

CDS (coding sequence)
>BsyEXPB-18

ATGGCCGGCGGCTCAGGCTCTCTGGCTCCCTTATCGGGCAGCTGCTTTGCTCTGCT
CGCTTCTCTCCTTTCTGCGGTGTCCATCTTCGTTAGCGCGGAGGCCGGGGCGGTGC
ACAAGGTGGTCGACCCGCAGTGGCATCAGGCCACCGCGACCTGGTACGGCAGCG
CCGACGGCGACGGCAGCGATGGCGGCGCGTGTGGGTACGGGACGCTGGTGGACG
TGGTGCCGATGAAGGCCCGCGTGGGCGCGGTGAGCCCGGTGCTGTTCAAGGGCG
GCGAGGGCTGCGGCGCGTGCTACAAGGTCAGGTGCCTCGACGCCGGCATCTGCTC
GCGCCGCGCCGTGACCGTCATCGTCACCGACGAGTGCCCCGGCGGCTACTGCTCC
TCGGGCCGCACGCACTTCGACCTCAGCGGCGCCGCCTTCGGCAGGCTCGCCGTCG
CCGGCCACGGCGGGCAGCTGCGCAACCGAGGAGAGATCTCGGTGGTGTTCCGCA
GGACGCCGTGCAAGTACCGGGGGAAGAACATCGCCTTCCGCGTGGTCGAGGGCT
CGACGAGCTTCTGGCTCTCGCTTCTGGTGGAGTTCGAGGACGGCGACGGCGACAT
TGGATCCATGCAGCTAAAGCAGGCAAAGTCGACACAATGGCAAGACATGAAGCA
CATTTGGGGTGCCACCTGGAGCCTCACGCCAGGCCCACTCATTGGACCATTTTCT
GTTAGGTTGACAACCCTGACTACCAAGAAGACCCTCTCCGCTCAGGACGTCATCC
CAAGGAATTGGACTCCCAAGGCTACATATACGTCTCGCCTCAACTTCATATAA

Nucleotide
>BsyEXPB-18

TACATTACAGTAGCAACCCAAAACGGACAAATTGGTCCGTCACGAGCTGAAGCT
ATTCTAACCAAAGAATTTTCCTACCACTGTCCACACTATAAATCCAGCCACCAGC
CTAGCTAGCACCCTGCTCGTGCATTCCCATTGTCTCCACGTTCCCTTTGTGCAGAG



CGCAGCTCTGAGCTCTGGGGATTGGGGATTGGGGCTTCTCGAAGGCTTAAAGCTA
GGTGACCGTGACCCAGAAAGAAGCACACTACTCTCATACACACGAGGCTGCAAT
AGCTGCGTTAGCCAAGGTAGAAGCGCCGCGATCATCACAAATGGCCGGCGGCTC
AGGCTCTCTGGCTCCCTTATCGGGCAGCTGCTTTGCTCTGCTCGCTTCTCTCCTTTC
TGCGGTGTCCATCTTCGTTAGCGCGGAGGCCGGGGCGGTGCACAAGGTGGTCGAC
CCGCAGTGGCATCAGGCCACCGCGACCTGGTACGGCAGCGCCGACGGCGACGGC
AGCGATGGTAAGCTCTCCCTCATGTCTGTATCCCTACTCTGGCCAAAATATATTGT
TGGTCACGAAATTTCAAGAGCATTACAAATTCAGGTTTTCGCGGAGTCGTCGTAG
TACCTTGTGGAATGCATAATTGTAGGATGCATCGCGCCATTAATGGCTCAGTGTT
CCTTATTTGTTTTCGATCTTCTCCGTTGATGACTACATTTGCGGCTAGGAAATGTG
ATAGTGCATTGGATCCAGCGACCCGTATAGTTTCTTTTGAGCATATGCTTCTAGCC
GTTGGCACATTTTGGTGCCACGTCGCCATATCCTTGTAGACGGGACACGAGGAAT
TCTTGCGGACCCAAGTGCACATTCCGGCACAAGTGTGTGTATATTATTGAGGCCG
GCACGCGAGCGTCGTGCTAAAGGTGTTTGTCATCAACCAGTCGATTTTACTGTAA
ACCAACAAGAAAATATCGGTAGTCGGTACAGATCAATTTTAGTCTACTACACGCG
CCGCCGGTATATCTTCCGCCTGACAGCCTGACACAGCATAAACAACATACAGCTA
GGAGAAAAAGTAACTGAAGAAAGAGTCAAACTTTGCACTGACGCCTAGCTTGTA
AACGTGCAACAAGGCGCACGTCTAAGATCTCAGTCATCTGAAAACACCGAAACT
CAGTAATCAAGGCAGACACTTTCTTTGTCTTTGTCTTACTGTTAACGCATCTCACA
ATGAATCCGCATGCAGTTCATGATATAGATGCACAGATGCAGCCATTTGCAGTGT
CCAATGCCCCCACAAATGCTCTTTCGCCGTTTTGGCTGGTGCCGTTACTAGATCTG
ACCAGCCAGGGATCGGCGTTCCTTCTCTAAATTAACGTCTTCCTCTTCAGGACCAC
GGTCGATCGGTCGGGTCGCACGTGCAGGCAACCGTAAAACTCGAGTTGTAAAAG
CTAGCACGAAGAACCACCAACTAATTGTCTACATACATGCATGTTGTGAATGTTG
GTACGTACGTTTCCTGCAGGCGGCGCGTGTGGGTACGGGACGCTGGTGGACGTGG
TGCCGATGAAGGCCCGCGTGGGCGCGGTGAGCCCGGTGCTGTTCAAGGGCGGCG
AGGGCTGCGGCGCGTGCTACAAGGTCAGGTGCCTCGACGCCGGCATCTGCTCGCG
CCGCGCCGTGACCGTCATCGTCACCGACGAGTGCCCCGGCGGCTACTGCTCCTCG
GGCCGCACGCACTTCGACCTCAGCGGCGCCGCCTTCGGCAGGCTCGLCLCGTCGLCG
GCCACGGCGGGCAGCTGCGCAACCGAGGAGAGATCTCGGTGGTGTTCCGCAGGT
ACGTGAGCGTCCCTTAATTCCAGTCGAGGCAGGCAACTTGTTGCTCAACTTACCA
TTTAACTAAAACTTTTTTTTAACCTCTGATGAAAGAGCATGCAACGCTGTTAATTA
CAGCACAGCGTATTAGCCGGTTCAGCTGTGGTCAACGAACAGAGCTAGCTAGCA
GACGAAAAATATGTACCACTACCTTCCGTCTGACGGTTTAACCACTTGAACTCTG
TCAAAATGTATCTGTGACAGTACTACTGTATTTGTCCCGGCCGGCCGCAATGGTC
CCGGGTAGAGTAGAAACAAAGTTTGTCGAATGCTCAACGACACTGTCAGATCTGA
CTTAGCTTTGCTACCGATCGAGGACCACGTACGGGGTTTCACCGTTCACATGCCG
TGGCAGCCTCCACTAGTGGTTGGATCTTGGACAACAATTCCCCTGTCCAGATTTCC
CGGGTAGTCACGCTGCACCCACGCCAGCTTCTAACATTCACTGCCTAGGAAACTC
GTGTCGCATGCCAAATCGAGCTACCGGGTTCACACTTGTCATGTTCGTTTAGTTCA
TACAGTAGCGTGTGATGAAATAAACGGTTACAGTTTGACTGGATTAAATTGCTCA
TGAGTGCGGCATGCGCGCGTCTCGTTTGCAGGACGCCGTGCAAGTACCGGGGGA
AGAACATCGCCTTCCGCGTGGTCGAGGGCTCGACGAGCTTCTGGCTCTCGCTTCT
GGTGGAGTTCGAGGACGGCGACGGCGACATTGGATCCATGCAGCTAAAGCAGGT
AAACCGAAATCTCCATCTCGCCGTGTCTTCAGGCCTTGATCATGCGCACCTTTGCA
TTGCCGTTGCCTTTTGGTATAGGATCACAACTCAAAAAAACAGACGGGATAATCG
CTCGTCACCAACTCCTTTTTAGTGGTGGTAGACTCGCAGTAGCATGGAAATGGTA




CGCTGGTACAATTGGACGGTGGGTTGCTGAAAATGTAAGAGACATGCACGAGCA
GCGCGTAAGTGCATGCATGTGACTGGATCGCTCTTTCTGCCAAGTGATTGGGGGG
ACATGAAAGACGTTTCCTTCGTGGATGCTTGGATATAGATAGATAGGCACCTCCA
CGGGCCACAGCCCATAATAAGTAGGCCTGTTCTATTTACCTTCTGTCTTTGGAGCA
AACTTCTCATCTTCGCGGTTTGTCCATTATTGATAACTTATCTCTGCTGAATCACA
TTTGTGCCGTGCCTAGCTAAAAATGAGGATGTTCTAAAAAAAACCTAAAAAAGAT
GAAAAAACAATAAAGTTCACTTCGGTCACTGCCTGCACAACTGCACTAGTAAGAC
GTTATTACTATTTTTACCACTCCTACGATTGTACAGAAATGACTATGATGCTGTCT
CCAAATAGTTCCGATATGCATCCACGTCTAGTTACCCCCGGGTAGCAGCTAGCAT
TTTAGCTGACCGCCGAAATCACGTGCCCCGTTCATTCTCAGAAAGGCCATACCTT
ACCCGGCCCTATACTATATATAGTGATGAATATGCGATGCTCTTTGCCGTGTCCCC
TGCTTTTCAAATGATGTTAATTGCTATCCCTTTCCCCGTTCACAAAATTGCTATCC
CTTTCAACAGAGCCTCACTTGTGGAGACTGATCAAGAAACCATCCCAAAAGTCCC
ATTCCACTGCCACCAGCACTACCAAACATTATCTGCTTGCTAGGTATCAGATCAG
TCACCATTCATTCATGCACTGACTGTCTGACTGTATTCAAATTGATTTTTGAACCA
CGTTTGATATTCGCGATGCACCGATATGATGCAACACAGTAAAGGAGTTAGGAGT
TCATCTCAAGTCTTTGCCTTTTGTTTTGCTACAAAAGTTTCAAGTTTTGACTTCTGC
AGCTCTACTACTGATCTGAAGACACTAATTCAGACTTTCACTATGCATGCAGGCA
AAGTCGACACAATGGCAAGACATGAAGCACATTTGGGGTGCCACCTGGAGCCTC
ACGCCAGGCCCACTCATTGGACCATTTTCTGTTAGGTTGACAACCCTGACTACCA
AGAAGACCCTCTCCGCTCAGGACGTCATCCCAAGGAATTGGACTCCCAAGGCTAC
ATATACGTCTCGCCTCAACTTCATATAAAAATGACGGCTTCTGTGTAACCTGTTGG
CCTCACATCAGTGGAGTCCCACGGTCTTGTTCAGTTTGTCTGTGGTTGTGTGTAGT
TAACTTGTTACTATGAGATAGTGGTATTTGGGTTAGAATGTGTACCCCAAACCCC
AGTAGGTAGCCCTCTCCGAACTGGAGAGAGAGCGTGATGAGTCAGTGTTCGCTCA
GTGGTGATGTTGTTGGAGTGTTTCTATGTCTATTAGACCATGTTCATCTCTATATT
CATCAATCCATTTTGTTTGTATCAATACATTG






