IDENTIFICATION

Species: Panicum hallii HAL

Locus: PhHAL.9G650700

Gene Model: PhHAL.9G650700.1.p
Description: PhhEXPB-33

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/PhalliiHAL _v2_1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1
http://www.ocri-genomics.org/bolbase/login.htm

GENE STRUCTURE
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Specific hits B | Pollen_allerg_1

Superfanilies DPBB_R1pA_EXP_N-1like superfamily Pollen_allerg_1 superfamily

List of domain hits .

+ Name Accession Description Interval E-value
[+] DPBB_EXPB_N d22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 47-168 144e-79
[+] Polien_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, Pll and Pl from Lolium perenne. 177-251 7.57e-28

SEQUENCES
Peptide
>PhhEXPB-33

MSSGGGGVPLTTTMMAVTVSSLLLLLGAGSAAVSYNDSSLMQMPMQWGSARATW
YGQPNGAGPYDNGGACGFKNVNQYPFLSMTSCGNQPLFRDGKGCGSCYKIRCSKHP
ACSGRTQTVVITDMNYYPVAPYHFDLSGTAFGKLAKPGRNDDLRRAGIIDVQFARVP
CEFPGLKVGFHVEDGSSQVYFAVLVEYENGDGDVAQVDLREARSRRWTPMRQSWG
SVWRLDSNHRLQPPFSIRLRSDSGKTLVAPDVIPVNWRPNTFYRSFVQYSS*

CDS (coding sequence)
>PhhEXPB-33

ATGAGCTCTGGCGGCGGTGGTGTCCCGCTGACGACGACGATGATGGCGGTGACC
GTCTCTTCCCTGCTGCTGCTCCTGGGCGCCGGCTCCGCGGCCGTGAGCTACAACG
ACTCATCCTTGATGCAGATGCCGATGCAGTGGGGAAGCGCCAGGGCCACCTGGTA
CGGCCAGCCCAACGGCGCAGGCCCATACGACAACGGCGGCGCTTGCGGCTTCAA
GAATGTGAACCAGTACCCCTTCCTGTCCATGACCTCCTGCGGCAACCAGCCGCTG
TTCCGCGACGGCAAGGGCTGCGGCTCCTGCTACAAGATCAGGTGCTCCAAGCACC
CCGCCTGCTCCGGCCGCACCCAGACGGTCGTCATCACCGACATGAACTACTACCC
CGTCGCGCCCTACCACTTCGACCTCAGCGGCACCGCCTTCGGCAAGCTCGCCAAG
CCCGGCCGCAACGACGACCTCCGCCGCGCCGGCATCATCGACGTCCAGTTCGCCA
GGGTGCCCTGCGAGTTCCCTGGCCTCAAGGTCGGCTTCCACGTCGAGGACGGCTC
CAGCCAGGTCTACTTCGCCGTGCTCGTCGAGTACGAGAACGGCGACGGCGACGTG
GCGCAGGTGGACCTCAGGGAGGCCCGGAGCCGCCGCTGGACGCCCATGCGLCCAG
TCCTGGGGATCCGTCTGGCGCCTCGACTCCAACCACCGCCTGCAGCCGCCCTTCTC
CATCCGCCTGCGCAGCGACTCCGGCAAGACGCTGGTGGCACCAGACGTCATCCCC
GTCAACTGGAGGCCCAACACATTCTACAGATCATTCGTCCAGTACTCCTCCTAG

Nucleotide
>PhhEXPB-33

CCATCCATCGCCAGCGCCAACACACACAGGTCGGTAGACTCCGATCGATCCGCTC
CTCCCCTCCCTCTCCTATCCGGCCGGCCGCTAGATCCATCCATCCATCCGGGGGTC
GTCTCTGCGCGCGGCCTAGCTAGCTGCTGGAAACGATCGAATTGAAGCAGATCAT



CACAATGAGCTCTGGCGGCGGTGGTGTCCCGCTGACGACGACGATGATGGCGGT
GACCGTCTCTTCCCTGCTGCTGCTCCTGGGCGCCGGCTCCGCGGCCGTGAGCTAC
AACGACTCATCCTTGATGCAGATGCCGATGCAGTGGGGAAGCGCCAGGGCCACC
TGGTACGGCCAGCCCAACGGCGCAGGCCCATACGACAACGGTACGTATGTGTGT
GTATATGTGTATATATATAAAAGTAGAGATTGCATTCTTCTTCTTCTTCTTCCTTG
ATTGCATTGGATGCATGATCGATGAATTGATTCCACTAGCTAGCCACCTAATAAT
ATAAGTAGCTAGATAATTTCTAAGCTAGTATGCTTAAAATGCAGGCGGCGCTTGC
GGCTTCAAGAATGTGAACCAGTACCCCTTCCTGTCCATGACCTCCTGCGGCAACC
AGCCGCTGTTCCGCGACGGCAAGGGCTGCGGCTCCTGCTACAAGATCAGGTGCTC
CAAGCACCCCGCCTGCTCCGGCCGCACCCAGACGGTCGTCATCACCGACATGAAC
TACTACCCCGTCGCGCCCTACCACTTCGACCTCAGCGGCACCGCCTTCGGCAAGC
TCGCCAAGCCCGGCCGCAACGACGACCTCCGCCGCGCCGGCATCATCGACGTCCA
GTTCGCCAGGGTGCCCTGCGAGTTCCCTGGCCTCAAGGTCGGCTTCCACGTCGAG
GACGGCTCCAGCCAGGTCTACTTCGCCGTGCTCGTCGAGTACGAGAACGGCGACG
GCGACGTGGCGCAGGTGGACCTCAGGGAGGCCCGGAGCLCGCCGCTGGALCGLCCCA
TGCGCCAGTCCTGGGGATCCGTCTGGCGCCTCGACTCCAACCACCGCCTGCAGCC
GCCCTTCTCCATCCGCCTGCGCAGCGACTCCGGCAAGACGCTGGTGGCACCAGAC
GTCATCCCCGTCAACTGGAGGCCCAACACATTCTACAGATCATTCGTCCAGTACT
CCTCCTAGCTAGCTAGCTCTGGTAGTTGATGATTCAATTCGAGAGCATCGTCGATC
TATCTGTCGTCCGATCGACGATCCTCATTCAATTCATCGCATGTATCTACAATACT
ACTGTACGGAGACGGACCCTAATGGAGGTCAAACTCAAACTGGGCTCCGLCCCCCT
GCGTGCTTTAGAAAATTTCTAAAAGATAATACTAGCATTTGGCCACCAATATTAA
AACTTTAATTTAACTTAACTATTGC





