
IDENTIFICATION 

Species: Panicum hallii 

Locus: Pahal.5G434200 

Gene Model: Pahal.5G434200.1.p 

Description: PhEXPA-17 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Phallii_v3_1  

KEGG: https://www.genome.jp/entry/T07366  

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Phallii_v3_1
https://www.genome.jp/entry/T07366


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>PhEXPA-17 

MAKMLALLMMTPCAFFFFFLGGPSVAAAQWTPAFATFYGGSDASGTMGGACGYGN

LYNAGYGTRTTALSTALFNNGAMCGACFTIACDARRSRYCKPGASITVTATNLCPPN

WALAGDRGGWCNPPRRHFDMSQPAWESIAVYRAGIVPVNYRRVPCRRAGGVRFTV

GGRSYFELVTVANVGGSGVVAQAWIRGARTDWMAMTRNWGANWQSNAYLNGQS

LSFRLRSDDGRIVTANNVAPPGWWFGGTYTSNAQFY* 

CDS (coding sequence) 

>PhEXPA-17 

ATGGCGAAGATGCTCGCGCTCCTGATGATGACCCCGTGCGCCTTCTTCTTCTTCTT

CCTCGGAGGGCCGTCGGTGGCGGCGGCTCAATGGACACCCGCCTTCGCCACCTTC

TACGGCGGCAGCGACGCCTCCGGCACCATGGGCGGCGCGTGCGGGTACGGCAAC

CTGTACAACGCGGGGTACGGGACGCGGACGACGGCGCTGAGCACGGCGCTCTTC

AACAACGGCGCCATGTGCGGCGCCTGCTTCACCATCGCCTGCGACGCCCGGCGGT

CGCGCTACTGCAAGCCGGGCGCCTCCATCACCGTCACCGCCACCAACCTCTGCCC

GCCCAACTGGGCGCTGGCCGGCGACCGCGGAGGCTGGTGCAACCCGCCGCGCCG

GCACTTCGACATGTCGCAGCCGGCGTGGGAGTCCATCGCCGTCTACCGCGCCGGG

ATCGTTCCGGTGAACTACCGCCGCGTGCCGTGCCGGCGCGCCGGCGGCGTCCGGT

TCACCGTCGGCGGGCGAAGCTACTTCGAGCTGGTGACGGTGGCGAACGTGGGCG

GCAGCGGCGTGGTGGCGCAGGCCTGGATCAGGGGCGCCCGGACGGACTGGATGG

CCATGACCCGGAACTGGGGCGCCAACTGGCAGAGCAACGCCTACCTCAACGGGC

AGAGCCTCTCGTTCCGCCTCCGGTCCGACGACGGCCGCATCGTCACGGCCAACAA

CGTCGCCCCCCCGGGGTGGTGGTTCGGCGGCACCTACACGTCCAATGCCCAGTTC

TACTGA 

Nucleotide 

>PhEXPA-17 

GCTTATAAGTAGTAGTAGCAGAGAAGACCTGTGCAGTCGCAACGGATTGCAATTT

GCAAGTGATCAGTGATCTTGCCAGGCAGGCAGTGTCTTCCTGAGGGACGATGGAG

AAGGCGATCCTGCTCTTGCTGCTGAGCCTGTGCGCCGCCCGGCTCGACGGCGCCG

TGGCGCAGCAGTACTGGACGCCGGCCACCGCGACGTTCTACGGCGGGAGCGACG

CGTCCGGCACCATGGGTAACGTTCTACTGCGACCATTTTCGTTTTGAATTGAAGA



AACTCTGACCCACGCGTTCGTGGCATTGACGTGCGCGTCCTCGTTGCGCAGGCGG

GTCGTGCGGGTACGGCAACCTGTACAGCGCCGGGTACGGGACGCAGACGACGGC

GCTGAGCACGGCGCTCTACGGCGACGGCGCCTCCTGCGGCGCGTGCTTCCTGGTC

ACCTGCGACGCGTCGCGGACGCAGTACTGCAAGCCGGGTTCGCCGTCGGTGACCG

TGACGGCGACCAACTTCTGCCCGCCCAACTACGGCGACCCCAGCGGGTGGTGCAA

CTCGCCGCGGCAGCACTTCGACATGTCGCAGCCGGCGTGGGAGACCATCGGCGTG

TACCAGGCCGGCGTGGTCCCCGTGAACTACCGGCGGGTTCCGTGCCAGCGGTCCG

GCGGGGTCAGGTTCGGCATCAGCGGTCACGACTACTTCGAGCTCGTGCTGGTCAC

CAACGTCGGCGGCGCCGGCGCGGTGGCCGCGGCGTGGATCAAGGGCTCCTCCAC

GGACTGGCTGCCGATGAGCCGCAACTGGGGGGCGAACTGGCAGAGCAGCGCCTA

CGTCACCGGGCAGAGCCTGTCGTTCAAGGTGCAGACGGACGACGGCAGGTCCGT

CGTGGCGTACGACGTGGCGCCGGCGAACTGGCAGTTCGGCTGCACCTACCAGGCC

TCGGCCAACTTCTACTAGAGAGTGATGAGATGAATAGTGGCCGCACATGCTATTT

GTGAATTAGTTGGACCGGATCCAAGATTGCAAAGGAGGCTTGAAAGCCTCGACTC

AATGGGCCGTGTTAAGAAAATCAGCCCATGAGTTGGGGTTTGGAGAGAATCCTTA

AAAATAGTGCATATATGATCTTTGCAAAAGATAAATTAGAAACCGCATCCTCTTA

ATAAGCGCACTTTGA 


