
IDENTIFICATION 

Species: Linum usitatissimum 

Locus: Lus10003438 

Gene Model: Lus10003438 

Description: LusEXPA-26 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Lusitatissimum_v1_0  

KEGG: https://www.genome.jp/entry/D12016  

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Lusitatissimum_v1_0
https://www.genome.jp/entry/D12016


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>LusEXPA-26 

MKKLPLGIAIVAILLVQSNGGGKPIQGHKNKHTHKSSLVKQQPYHKVAHQKHQPVSQ

KKKKNQHQQVIAAKWIHAHATFYGGGDGSGTMGGACGYGNLYKEGYGVKTAALS

TALFNNGNACGACYEITCVDDSQWCVHGAITVTATNFCPPSSNGGWCDPPAEHFDLS

QPIFLHIAQYKAGIVPVKYRRVPCKRKGGIMFTITGSTYFNLVLVSNVAGAGDVAAV

GGGGGESKGKLPPATAAPQSLFTITGSTYFNLVLVTADAGAAGVAAVAVKGSKSKG

KWMSMTRNWGQNWQANTALIGQELSFKVTTSNGRSVVSHNVAPASWGFGQTFIGD

QF* 

CDS (coding sequence) 

>LusEXPA-26 

ATGAAGAAACTTCCACTTGGAATTGCTATCGTGGCAATCCTCCTAGTCCAGTCAA

ATGGAGGAGGGAAACCAATCCAAGGCCACAAAAACAAACACACACACAAAAGC

AGCCTTGTGAAACAACAACCATACCACAAGGTGGCTCACCAAAAACATCAACCG

GTTTCCCAGAAGAAGAAGAAGAATCAGCATCAGCAAGTCATTGCAGCAAAATGG

ATCCATGCTCACGCCACTTTCTATGGAGGTGGCGATGGTTCCGGCACTATGGGCG

GGGCTTGTGGATACGGGAATCTGTACAAAGAAGGATACGGAGTGAAGACCGCCG

CACTGAGCACCGCCCTCTTCAACAACGGCAATGCATGCGGAGCCTGCTACGAGAT

CACCTGCGTCGACGACTCGCAGTGGTGCGTCCACGGCGCCATCACCGTTACGGCG

ACAAACTTCTGCCCTCCGAGCAGCAACGGAGGGTGGTGCGACCCGCCGGCGGAG

CATTTCGACCTGTCGCAGCCCATCTTCCTCCACATAGCGCAGTACAAAGCCGGGA

TTGTTCCGGTGAAGTACAGGCGAGTGCCGTGCAAGCGCAAGGGAGGGATAATGT

TCACCATCACTGGAAGCACCTACTTCAATCTTGTGCTGGTGAGCAACGTCGCCGG

CGCCGGCGACGTGGCGGCTGTGGGTGGGGGGGGGGGGGAGTCAAAGGGCAAGTT

ACCACCAGCAACGGCCGCTCCGCAGTCTCTGTTCACCATCACTGGAAGCACCTAC

TTCAATCTTGTGCTGGTGACCGCGGACGCGGGCGCCGCCGGCGTGGCGGCTGTGG

CTGTGAAGGGATCCAAGTCAAAGGGCAAGTGGATGTCGATGACCAGGAACTGGG

GTCAGAATTGGCAGGCTAATACTGCTCTTATCGGTCAGGAATTGTCATTCAAGGT

TACCACCAGCAACGGCCGCTCCGTAGTCTCGCATAACGTCGCTCCGGCGAGTTGG

GGATTTGGTCAGACATTCATTGGAGATCAGTTTTGA 

 



Nucleotide 

>LusEXPA-26 

ATGAAGAAACTTCCACTTGGAATTGCTATCGTGGCAATCCTCCTAGTCCAGTCAA

ATGGAGGAGGGAAACCAATCCAAGGCCACAAAAACAAACACACACACAAAAGC

AGCCTTGTGAAACAACAACCATACCACAAGGTGGCTCACCAAAAACATCAACCG

GTTTCCCAGAAGAAGAAGAAGAATCAGCATCAGCAAGTCATTGCAGCAAAATGG

ATCCATGCTCACGCCACTTTCTATGGAGGTGGCGATGGTTCCGGCACTATGGGTA

CGTGCCAAAACATTCAATCTCAAATTTTCAGTTCTACACTTGTTTAGTCGGTGGAA

AATTGAATGAAAATTAGACTACAATGGTTTTATAATCGATCATATTCAGTTTGAT

AATTAAAATTTGTTAAAAATAAAATAATTGACTAACCGATTGATATGGTGGTAAT

TGGTTAATTAACAATTAATTTACCGAGCAAAATAGGTCGTTTAAGGTTAATTTTA

GTTAAAATATTATAAATATATGAAGAAAGCCTCTCAAATTTTGTTTGGTAAAACA

TTTAAAATCATTAACCAGCCCACTAACCTAATTATTTTAGATTAACCGATTAATCG

ACTGACGATGATCAAGTACCGAATTTTAATCGTTAACTAAAAACAAATTTCCGGC

TGAGAAAATTGTTCCCAAAATCACTTTATTTAGATCAAATTTGTTCATCAATAAAA

AAAAATATTTAAAATTTCATTCAACCTTTCATCTAGCAAATTAAATCTTTAATTAT

TTTAGGTTAATCGATTAACAAGGTATAGTTGCTGGAACGAGCATTACCTTTCGTTT

TTTGATTTCCTGATCTGGAGGACCACTGTTGCAATTAGGCGGGGCTTGTGGATAC

GGGAATCTGTACAAAGAAGGATACGGAGTGAAGACCGCCGCACTGAGCACCGCC

CTCTTCAACAACGGCAATGCATGCGGAGCCTGCTACGAGATCACCTGCGTCGACG

ACTCGCAGTGGTGCGTCCACGGCGCCATCACCGTTACGGCGACAAACTTCTGCCC

TCCGAGCAGCAACGGAGGGTGGTGCGACCCGCCGGCGGAGCATTTCGACCTGTC

GCAGCCCATCTTCCTCCACATAGCGCAGTACAAAGCCGGGATTGTTCCGGTGAAG

TACAGGCGAGTGCCGTGCAAGCGCAAGGGAGGGATAATGTTCACCATCACTGGA

AGCACCTACTTCAATCTTGTGCTGGTGAGCAACGTCGCCGGCGCCGGCGACGTGG

CGGCTGTGGGTGGGGGGGGGGGGGAGTCAAAGGGCAAGTGGATGTCGATGACCA

GGAACTGGGGTCAGAATTGGCAGGCTAATACTGCTCTTATCGGTCAGGAATTGTC

ATTCAAGGTTACCACCAGCAACGGCCGCTCCGCAGTCTCTGTTCACCATCACTGG

AAGCACCTACTTCAATCTTGTGCTGGTGACCGCGGACGCGGGCGCCGCCGGCGTG

GCGGCTGTGGCTGTGAAGGGATCCAAGTCAAAGGGCAAGTGGATGTCGATGACC

AGGAACTGGGGTCAGAATTGGCAGGCTAATACTGCTCTTATCGGTCAGGAATTGT

CATTCAAGGTTACCACCAGCAACGGCCGCTCCGTAGTCTCGCATAACGTCGCTCC

GGCGAGTTGGGGATTTGGTCAGACATTCATTGGAGATCAGTTTTGA 




