IDENTIFICATION

Species: Solanum pennellii
Locus: XP_015080175

Gene Model: XP_015080175.1
Description: SpnEXPA-18
Family: Alpha Expansin

3D structure:

GENOME DATABASES
NCBI: https://www.nchi.nlm.nih.gov/genome/?term=Solanum+pennellii
KEGG: https://www.genome.jp/entry/gn:T04130

EXTERNAL RESOURCES
https://solgenomics.net/organism/Solanum pennellii/genome



https://www.ncbi.nlm.nih.gov/genome/?term=Solanum+pennellii
https://www.genome.jp/entry/gn:T04130
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Query seq.
Superfanilies PLNQOOS0O

Name Accession Description Interval E-value
[+ PLN00050 super family 31535 expansin A; Provisional 14-258 151e-119
SEQUENCES

Peptide

>SpnEXPA-18

MGFLNVAFCVASLFSLILLTAEARIPGVFTAGAWQSAHATFYGGSDASGTMGGACG
YGNLYSQGYGVNNGALSTALFNNGLSCGACFEIKCDNYPQWCHPGSPSIFITATNFCP
PNFALPNDNGGWCNPPRPHFDLAMPMFLHIAEYRAGIVPVVYRRVPCRKQGGIRFTI
NGFRYFNLVLVTNVAGAGDIVSLSIKGSKTNWISMSRNWGQNWQTNSVLFGQSLSFR
VRAGDRRSSTSWNIAPAHWQFGQTFVGKNFRV

CDS (coding sequence)
>SpnEXPA-18

GTCCTCTTTCCCTCCACTACTTTCTCCTCATCTTCATTCATACATTTTCCCAGTTTTT
CTTGTTCCTTGTGTTTTTAGTAGAAATGGGGTTTTTGAATGTGGCCTTCTGTGTTGC
TTCACTTTTTTCACTAATTTTACTAACAGCTGAAGCTAGAATCCCTGGTGTTTTTA
CTGCCGGAGCATGGCAGAGTGCTCATGCTACCTTTTATGGCGGAAGCGACGCTTC
TGGTACTATGGGTGGAGCGTGTGGGTATGGTAACCTATACAGTCAGGGATACGGA
GTGAACAATGGAGCACTTAGCACAGCGCTATTCAACAATGGACTGAGTTGTGGA
GCGTGTTTTGAGATCAAATGTGACAACTACCCACAATGGTGCCATCCCGGAAGTC
CTTCCATCTTCATTACTGCTACTAACTTCTGCCCTCCCAACTTTGCTCTCCCAAACG
ACAACGGCGGTTGGTGTAACCCTCCTCGCCCTCATTTCGACCTCGCCATGCCTATG
TTCCTCCATATCGCTGAGTACCGTGCCGGAATTGTCCCCGTCGTTTATCGCCGGGT
GCCATGTAGGAAGCAAGGTGGAATAAGGTTCACAATTAACGGTTTCCGTTACTTC
AACTTGGTTTTGGTAACGAACGTGGCGGGTGCAGGGGATATTGTGAGTCTTAGTA
TTAAAGGTTCAAAAACTAATTGGATAAGTATGAGCAGGAACTGGGGGCAAAATT
GGCAAACAAATTCAGTTTTGTTTGGTCAGTCACTTTCATTTAGGGTTAGAGCTGGT
GATAGAAGGAGCTCTACTTCATGGAATATAGCACCTGCACATTGGCAATTTGGTC
AAACTTTTGTTGGGAAGAATTTCAGAGTTTAAATAGTGTGAAAAGTGAGAAAAA
AAGTAGTAGTAATTTTTTTTTATATGTGTCTGTTTGACTATGGTTGTTAATGGGTA
TTTTGGGAGATAGTGAAAGTAGTTAGAAAAAGAAAATGCTTTTTCTGGAATTGGG
ATTATGGAAAAGTGAAGTTTTTCTGGTAATGGGGTTCTTTTTTTTATATATTTTTG
GACCTTTTTTTGTTGGAGGTGAAAGGGGAAGGATTGATGAATTTTGTGGAGAAAT
TGTAATAGGGATTTGGGAAGGGATGAAGCGTAGATGATAGAGAAGAGCTGAAGC
GGCTGCAAAAACATGTAGCCCGCAGCTTCTATTAGGACTATATAATTTAGTATGA
AATCTATTTTACGGTTATTCTACTTGTTTTGTTGTTACTGTTTTAGTATACTTTGAT



TTGATGAATGTCCTCTTTTTTATCCTCATGAGGTAAATGTGATTTCACTATTTGTAT
TTCAGTAATTTGTAGTAAGCTTGATTGAAAATATATATCTTGGTAGTTGAAATTTT
GTTCC

Nucleotide
>SpnEXPA-18

GATTATTAGTATATGGAGTAAGAGTTTAATTGGAGATTTGATGACCCCCAAGTAA
ATATGATTATATTGTGGAACGTGCAAATCTCTACTCAATTATCCAGACATACACA
ATTTCTTGTGCTTCATGGATGTCTATACCTTAAGAGTTGAAATAACCTTTGAAATT
CCCATGAAATTGTGCTCTCTGCTGTCCCTTCATAAAGTCTACTTGGGAATTGCGTA
TTATAGTTTAACAATGTAATCCTATATGTAATAATAAACCGATTTAAAAGGGCTA
AAAAAAAGGATTTTACGTTGGAAAATGTATGTGTTATTATCATGTAGAATTCACT
TATAAGACTACAAATTTATCCTGGGATGTTACTTACATTCCACTACTTTTAATGGC
TCAACTTCCTCCCATGAATTTCCTTTTCAACAAATGAGAGCATGTTTAAATGCCAG
AAATTGTCCATTTAAAACACAGTAGCTACCAGAAATGGATTATTCGCAATCAAAT
TGGAACAAAATTTCAACTACCAAGATATATATTTTCAATCAAGCTTACTACAAAT
TACTGAAATACAAATAGTGAAATCACATTTACCTCATGAGGATAAAAAAGAGGA
CATTCATCAAATCAAAGTATACTAAAACAGTAACAACAAAACAAGTAGAATAAC
CGTAAAATAGATTTCATACTAAATTATATAGTCCTAATAGAAGCTGCGGGCTACA
TGTTTTTGCAGCCGCTTCAGCTCTTCTCTATCATCTACGCTTCATCCCTTCCCAAAT
CCCTATTACAATTTCTCCACAAAATTCATCAATCCTTCCCCTTTCACCTCCAACAA
AAAAAGGTCCAAAAATATATAAAAAAAAGAACCCCATTACCAGAAAAACTTCAC
TTTTCCATAATCCCAATTCCAGAAAAAGCATTTTCTTTTTCTAACTACTTTCACTAT
CTCCCAAAATACCCATTAACAACCATAGTCAAACAGACACATATAAAAAAAAAT
TACTACTACTTTTTTTCTCACTTTTCACACTATTTAAACTCTGAAATTCTTCCCAAC
AAAAGTTTGACCAAATTGCCAATGTGCAGGTGCTATATTCCATGAAGTAGAGCTC
CTTCTATCACCAGCTCTAACCCTAAATGAAAGTGACTGACCAAACAAAACTGAAT
TTGTTTGCCAATTTTGCCCCCAGTTCCTGCTCATACTTATCCAATTAGTTTTTGAAC
CTTTAATACTAAGACTCACAATATCCCCTGCACCCGCCACGTTCGTTACCAAAAC
CAAGTTGAAGTAACGGAAACCGTTAATTGTGAACCTTATTCCACCTTGCTTCCTAC
ATGGCACCCTGCGTAAATAAATAGAATAACTCAGGTCAATTTAGTCATCCATATG
TTACTGTAAAATAATTACAATCTACGGGTTGCTGTTTGACATTTTCCGCTATAAAA
TACGGACAAGGTGTTATTTATCGATCGATTAAAATATAATTACATTCAATAATTTT
ATAGTTATTTATCGATCGATTAAAATAATTGCATTCAATAGTTTTATAGTCCAATG
GTGACAACTGTGTATTTGGTACAATAACAGATATTAATAGGGTAAAAGAAAAAA
AGCATGCGAGTTGTACATTTTGGCAGGTTATTATTTCTTCTACCCAAATGAAAATG
ACAAAAGCAATAATTAAAAGAACCAACTAGAAAACAAACCGAAATGGGGCACA
CAAAAAACACAGTAACTGACAGAGAAAGACAAGGAATCTTACCGGCGATAAACG
ACGGGGACAATTCCGGCACGGTACTCAGCGATATGGAGGAACATAGGCATGGCG
AGGTCGAAATGAGGGCGAGGAGGGTTACACCAACCGCCGTTGTCGTTTGGGAGA
GCAAAGTTGGGAGGGCAGAAGTTAGTAGCAGTAATGAAGATGGAAGGACTTCCG
GGATGGCACCATTGTGGGTAGTTGTCACATTTGATCTCAAAACACGCTCCACAAC
TCAGTCCATTGTTGAATAGCGCTGTGCTAAGTGCTCCATTGTTCACTCCGTATCCC
TGACTGTATAGGTTACCATACCCACACGCTCCACCTGTAAATCCTCACAAATCTC
AAAATTAGTCTAAATTTTAGTTACATTACACTTTTAGATCTACAAATTGACTTGCA
TTTCTCTGAAAATAAAATCAAAATGCTAGAGAAGAAGAACAAAATAGAGTAGAA
ATGGGGCATTTCATGTACATACACAAAAAAAAAACACGCTGCAAATGAGCAAAG
ACTCATAGATTTACAAATTGACTAACATTTCCTTGAACATTGAACGAGAAATAGA
CCAAAAATAGAGTACATTATGTGCAGAAAAAGAGTAGAAGATTATAGAGGAAAC




AGTGACATACCCATAGTACCAGAAGCGTCGCTTCCGCCATAAAAGGTAGCATGA
GCACTCTGCCATGCTCCGGCAGTAAAAACACCAGGGATTCTAGCTTCAGCTGTTA
GTAAAATTAGTGAAAAAAGTGAAGCAACACAGAAGGCCACATTCAAAAACCCCA
TTTCTACTAAAAACACAAGGAACAAGAAAAACTGGGAAAATGTATGAATGAAGA
TGAGGAGAAAGTAGTGGAGGGAAAGAGGACTACTTATGGAGGGAGCAAGGAAA
GTGAATCAGTGGCAGTTGATGTAATTATAGTAGCATTACATATCCCTTTTTGGAA
ATGGCAGTATTTAGCAGTAAACGATAATTCAACTTTTCTTCTGTTTTGTGTGTCAC
ACTCCAATAGAGAGTTACTTTTTGCTATTTTTCTTTTTAATTGATTAAAACATTTTG
TAAAAAAATATTTTAAATAGTAAAAGCTAAAATTACTTTTACTTTTTACATGAAA
ACTCTGTCGCATTTACTTCCTTTTAATTTTTACAGTATGGTCCATTAAAACACTTTA
ATCAGAGTCTTTTCACATGAAATAAATTGAGTAAGAAAAAAATAGTATCTAATTT
TAGAGTAATATTTCGAAACGGAATATTATAAAATTTATTTTTTCTATTTTAGTTAT
ATTCAAATTTAATCATTGATAATTACTTTTACTGGCATGTTGTAAAAGCATAGGGG
AACCAGGTGGATGAGTCCATTATTAATGGG




