
IDENTIFICATION 

Species: Oryza sativa Kitaake 

Locus: OsKitaake06g004800 

Gene Model: OsKitaake06g004800.1.p 

Description: OskEXPA-25 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/OsativaKitaake_v3_1  

KEGG:- 

EXTERNAL RESOURCES 

https://rice-genome-hub.southgreen.fr/bio_data/185326 

https://phytozome-next.jgi.doe.gov/info/OsativaKitaake_v3_1
https://rice-genome-hub.southgreen.fr/bio_data/185326


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>OskEXPA-25 

MASSWNNPAIFLAAALAVATAAQVVTAGFTTDLYWQQQPAPGAVTPYKTSDWHDG

SATFYGDPSGMGDDFGGACGYVSNDIVSLYSTKTAALSTPLFADGNGCGQCYELRC

VKSPWCNPGSPSVVITGTNLCPPNWYLPNDDGGWCNPPRHHFDMAPPSFLKLAQRV

AGIVPVQYRRVPCQRTGGVRFCLQGNHYWLLLYVMNVGGAGDVSSLSVKTSGGGG

AWIQAAHNWGITYQVFAALDNSDGLTVKLTTYSTPQQTIIVSDAISPWWITGLCYQG

SNNFY* 

CDS (coding sequence) 

>OskEXPA-25 

ATGGCCAGCAGCTGGAATAATCCGGCCATCTTCCTCGCCGCCGCGCTGGCGGTGG

CGACGGCGGCGCAGGTCGTCACGGCCGGTTTCACCACAGACTTGTACTGGCAGCA

ACAGCCGGCGCCTGGTGCCGTCACCCCCTACAAGACATCGGACTGGCACGACGG

CTCCGCCACCTTCTACGGCGACCCCTCCGGCATGGGCGACGACTTCGGTGGCGCG

TGCGGGTACGTGTCGAACGACATCGTGTCGCTCTACTCGACGAAGACGGCGGCGC

TGAGCACGCCGCTGTTCGCCGACGGCAACGGGTGCGGGCAGTGCTACGAGCTGC

GGTGCGTCAAGTCGCCGTGGTGCAACCCGGGGTCGCCGTCGGTGGTCATCACGGG

GACCAACCTGTGCCCGCCCAACTGGTACCTCCCCAACGACGACGGCGGCTGGTGC

AACCCGCCGCGGCACCACTTCGACATGGCGCCGCCCTCCTTCCTCAAGCTCGCGC

AGAGGGTCGCCGGGATCGTGCCGGTGCAGTACCGCCGCGTGCCGTGCCAGAGGA

CCGGCGGCGTCAGGTTCTGCCTCCAGGGGAACCACTACTGGTTGCTGCTCTACGT

CATGAACGTCGGCGGCGCCGGCGACGTCTCCTCCCTCTCCGTCAAGACCTCCGGT

GGCGGCGGCGCCTGGATCCAGGCGGCGCACAACTGGGGCATCACGTACCAGGTG

TTCGCCGCGCTGGACAACTCCGACGGCCTCACCGTCAAGCTCACCACCTACAGCA

CGCCGCAGCAGACCATCATCGTCTCCGACGCCATCTCCCCCTGGTGGATCACCGG

ACTCTGCTACCAGGGATCCAACAACTTCTACTAA 

Nucleotide 

>OskEXPA-25 

CACATCCCTCGCCGCCGATCGACGACAATAGCATGGCCAGCAGCTGGAATAATCC

GGCCATCTTCCTCGCCGCCGCGCTGGCGGTGGCGACGGCGGCGCAGGTCGTCACG



GCCGGTTTCACCACAGACTTGTACTGGCAGCAACAGCCGGCGCCTGGTGCCGTCA

CCCCCTACAAGACATCGGACTGGCACGACGGCTCCGCCACCTTCTACGGCGACCC

CTCCGGCATGGGCGACGACTTCGGTACGTAGTATCGTCTTCATTTCATTTGCTTTT

CTCTCCGGCCATGAACGCCGACGAGCTATATAACGAATGCATGTACTACTACTGC

TATATAGGTGGCGCGTGCGGGTACGTGTCGAACGACATCGTGTCGCTCTACTCGA

CGAAGACGGCGGCGCTGAGCACGCCGCTGTTCGCCGACGGCAACGGGTGCGGGC

AGTGCTACGAGCTGCGGTGCGTCAAGTCGCCGTGGTGCAACCCGGGGTCGCCGTC

GGTGGTCATCACGGGGACCAACCTGTGCCCGCCCAACTGGTACCTCCCCAACGAC

GACGGCGGCTGGTGCAACCCGCCGCGGCACCACTTCGACATGGCGCCGCCCTCCT

TCCTCAAGCTCGCGCAGAGGGTCGCCGGGATCGTGCCGGTGCAGTACCGCCGCGT

GCCGTGCCAGAGGACCGGCGGCGTCAGGTTCTGCCTCCAGGGGAACCACTACTG

GTTGCTGCTCTACGTCATGAACGTCGGCGGCGCCGGCGACGTCTCCTCCCTCTCCG

TCAAGACCTCCGGTGGCGGCGGCGCCTGGATCCAGGCGGCGCACAACTGGGGCA

TCACGTACCAGGTGTTCGCCGCGCTGGACAACTCCGACGGCCTCACCGTCAAGCT

CACCACCTACAGCACGCCGCAGCAGACCATCATCGTCTCCGACGCCATCTCCCCC

TGGTGGATCACCGGACTCTGCTACCAGGGATCCAACAACTTCTACTAATCATCAA

TCGATCGATCATCAGATCGAGTTCAAAGTTGCAGTGGTTCATCTCTTCATTTTGTT

TCTTCTTCTTGGCTTGCTCTGCTATGCGATGCGATGCTAGCTATTGTCAAAGTTCA

TGGACTCTCTGTTTCTTTCTTTTGTTCATAGAACGGGATGCATTTCTAGTTCAATGT

TTATGCTAATCCATCTTCTGTTGAGAGAATTCTTTTTCCCTTTTTCAAAACTTTCAA

AAATGGTGGATTGATTATGATGTATACTTGATCTCCGCATAAGTTCA 




