
IDENTIFICATION 

Species: Physcomitrium patens 

Locus: Pp3c21_1850V3 

Gene Model: Pp3c21_1850V3.1.p 

Description: PpEXPA-34 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Ppatens_v3_3  

KEGG: https://www.genome.jp/entry/gn:T01041  

EXTERNAL RESOURCES 

- 

 

https://phytozome-next.jgi.doe.gov/info/Ppatens_v3_3
https://www.genome.jp/entry/gn:T01041


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>PpEXPA-34 

MAMGWSSVIVVIIVGVMAGVEAKGSRFTGSDWGRAHATYYGGADASGTQGGACGF

GNLYSSGYGTSTAALSSSLFNSGLSCGACYELTCDPSGSQYCLPGGSAIITVTNFCPTG

SNGGWCNPPRQHFDLAQPVFSKIARTVGGVIPINYRRVSCLKSGGMRFTVNGNPYFL

LVLVTNVGGAGDVQQLYIKGSSTAWLPLKRNWGQMWQFTGNSGMHGQAISFKAVT

SDGAEAISNNVASSNWGFGQTFEGSNF* 

CDS (coding sequence) 

>PpEXPA-34 

ATGGCCATGGGATGGAGTAGTGTGATAGTGGTGATAATTGTGGGGGTGATGGCC

GGCGTGGAGGCGAAGGGGAGTAGGTTTACGGGCAGCGACTGGGGCAGAGCCCAT

GCCACTTACTATGGTGGAGCTGACGCCTCCGGTACTCAAGGCGGAGCTTGTGGAT

TTGGCAATCTCTACAGCAGCGGCTATGGTACCAGCACTGCTGCTCTGAGTTCGTCT

TTGTTCAATAGCGGTCTCAGCTGTGGAGCGTGCTACGAGCTCACCTGTGACCCGT

CTGGGTCCCAGTACTGCCTCCCGGGAGGTTCCGCTATTATTACTGTTACCAACTTC

TGTCCTACCGGTTCTAACGGAGGCTGGTGCAACCCACCCAGGCAGCACTTCGACT

TGGCGCAACCTGTCTTCAGCAAGATTGCGCGCACAGTGGGCGGCGTCATTCCCAT

CAATTATAGAAGAGTGTCCTGCCTCAAGTCTGGAGGCATGAGGTTCACGGTTAAT

GGCAACCCCTACTTCCTGCTAGTGCTCGTCACCAACGTCGGAGGCGCTGGCGACG

TGCAGCAATTGTATATTAAGGGCTCCAGCACCGCCTGGCTACCCCTAAAGCGCAA

CTGGGGGCAAATGTGGCAGTTCACGGGCAACAGCGGAATGCACGGCCAAGCGAT

CTCGTTCAAAGCCGTCACCAGTGATGGCGCCGAGGCCATTTCAAACAATGTGGCT

TCATCCAACTGGGGCTTCGGGCAGACCTTCGAGGGGTCGAACTTTTGA 

Nucleotide 

>PpEXPA-34 

CTGGAGAGGTGGCAGCACAAGCCTTGAAGAGCAGCAGCTGCGGCTTCAACTTCT

GCTCTCAGCTCCCGAGTCTCCTCGCCTCCTAAGTCTACATCGCGCAACACTCTCTC

GCTCATTTTGCTGGTAATTTGTGCGAAGCCGCAGTTAGACTCTTTCGCCGGTCTAA

TCTCCCCTCATACTAGGTCTCGATTGCGATCCCATCTCTACCCAATTCGTTTGCGA

GGTCTCCACTGCAGCTTTGCAACTCGGCAGGCTTGGTGGTCAGAGGGGCTCGATC

GGTTCTGACCTGGGGTTACCTGCAGCTGCGGCGATGGCCATGGGATGGAGTAGTG



TGATAGTGGTGATAATTGTGGGGGTGATGGCCGGCGTGGAGGCGAAGGGGAGTA

GGTTTACGGGCAGCGACTGGGGCAGAGCCCATGCCACTTACTATGGTGGAGCTGA

CGCCTCCGGTACTCAAGGTGGGTGCCACTTTAATCCTCCAGTTATCGATGTTTTCA

AATGTAGTCCCTCTGTAAATCTTCTCAGAAATGCGGTTCGCCGCCGCCATGGTGG

CTGCGTTTTGCAAGGGGTCGCAGTTGTGACTGTAGTTCACAAGGAATGCGGGTCA

TAGCTGGGTGCCACCCACATTGTAGACTGATTTTCGATGCTCAACTAAACAATTTC

TCAACTTTGTGTCGGGCGTATGGAAGTTACGATTGAGCCATTGTTACAGAGTTGA

GGTTCACCTGTGGGAGTGGGCCGTTTGTGAACTTCCCGCACATTTTCTTGATCGCT

CCCTTCGTGTCAAGTGAATACGTATTCGCTACCCTACACGTGGGACGCAATCGAT

TCTAAAAGCTGTGTATCGGTTTTGTAACTGTAGGCGGAGCTTGTGGATTTGGCAA

TCTCTACAGCAGCGGCTATGGTACCAGCACTGCTGCTCTGAGTTCGTCTTTGTTCA

ATAGCGGTCTCAGCTGTGGAGCGTGCTACGAGCTCACCTGTGACCCGTCTGGGTC

CCAGTACTGCCTCCCGGGAGGTTCCGCTATTATTACTGTTACCAACTTCTGTCCTA

CCGGTTCTAACGGAGGCTGGTGCAACCCACCCAGGCAGCACTTCGACTTGGCGCA

ACCTGTCTTCAGCAAGATTGCGCGCACAGTGGGCGGCGTCATTCCCATCAATTAT

AGAAGGTAGACTTGGGCTGTTGGTCTCTAACTTGCAGCCAGTGATGGTCTCTTCC

AGTTTGGCTTCTAGGTATAATACCTGTAAGCCATTGTATTAAGATATTCTTTTGTT

ATCACTTGATTGGCAGAGTGTCCTGCCTCAAGTCTGGAGGCATGAGGTTCACGGT

TAATGGCAACCCCTACTTCCTGCTAGTGCTCGTCACCAACGTCGGAGGCGCTGGC

GACGTGCAGCAATTGTATATTAAGGGCTCCAGCACCGCCTGGCTACCCCTAAAGC

GCAACTGGGGGCAAATGTGGCAGTTCACGGGCAACAGCGGAATGCACGGCCAAG

CGATCTCGTTCAAAGCCGTCACCAGTGATGGCGCCGAGGCCATTTCAAACAATGT

GGCTTCATCCAACTGGGGCTTCGGGCAGACCTTCGAGGGGTCGAACTTTTGACGG

GGGTCATCCCTCCGTTCATTTTCTTAGTGGGTCAGATTGGATCATTTTAGAATGAT

CCGGCATAGCTGTGGTGTGCGATTTAGCGACCGCCCGCTTCTACAATTACGTCAA

GTTTAGTCTCTATTCTTCCTTGTTGTCTAGTCTCCATGTTCGGACGTAGAAATCAA

TCCAGGAGTTCGCTCCCGTGATCGATCGTAGCTGTCCTCATTGGTCAAGCTCAAG

ATGAAGATGTGGAGATCACATAGAGGATGCCGAGGTGTGTGCATGTCCGTGTGTC

AATGTTTTCCATTACACCACCCGCTCCAGTCCCTACGTTTTATACTGTTCATCAAT

GACGTTGCCAATCCATATACACGTCAAGTTCCTCATGATTTTGGTCCTGTAATCCT

GAGCTGGTTACAGTGGACGTGATGTTGCTAGCGATCGACTGAGTAGACTATCAGA

GTGTATTGCCTCTACAAAGTACCATTAAATTTGAGACGTGCCCAGATATTTCGGA

TACTATATTGGATCGATCGTCGTGCTTCGTTTCTTGACTACCTGCACATGGTCAGC

TGATCTTTCCATCTCAATAAAAAGTGAGTTGTGCACAAGCGCATCTGCTTGCTTGC

TTGTATCAATTTCTTCATTCCATGAGATCTTGTGTACGAGGCACTTCCATGCGAGA

CTTTGTATTCTCCCACATTCAAATGTGTTGTTGATTTGAG 


