
IDENTIFICATION 

Species: Sphagnum fallax 

Locus: Sphfalx0056s0072 

Gene Model: Sphfalx0056s0072.1.p 

Description: SfEXPA-19 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Sfallax_v0_5  

KEGG:- 

EXTERNAL RESOURCES 

- 

 

https://phytozome-next.jgi.doe.gov/info/Sfallax_v0_5


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>SfEXPA-19 

MAASRYATGILAVTLVAIVQQVHGWSTAHATFYGGSDAAGTQGGACGYGNLYNSG

YGTKTAALSTALFNQGLSCGACFEVMCQGSQWCLPGRSITVTATNFCPPNPSLSNDN

GGWCNWPLQHFDLAMPAYLQIAAYQAGIVPVSYQRVSCIKSGGIHFTINGHSYFNLV

LITNVGGSGDVQALSIKGSNTGWLPMSRNWGQNWQNNANLDGQSLSFMVTTGDGR

TLTSMDVAPPYWGFGQTYTGTQYY* 

CDS (coding sequence) 

>SfEXPA-19 

ATGGCGGCCAGTCGATACGCAACGGGCATTTTGGCCGTGACTTTGGTAGCCATTG

TGCAGCAGGTGCATGGCTGGAGCACGGCACATGCGACATTCTACGGAGGCAGCG

ACGCCGCAGGCACTCAAGGCGGTGCGTGTGGGTATGGAAACCTGTACAACTCAG

GATATGGGACCAAGACGGCGGCACTGAGCACGGCGCTCTTCAACCAAGGACTAT

CGTGTGGAGCTTGCTTCGAGGTCATGTGCCAAGGTAGTCAATGGTGCTTGCCGGG

TAGATCCATCACCGTAACAGCCACCAATTTCTGCCCCCCGAATCCCAGTCTCTCCA

ACGACAATGGCGGCTGGTGCAACTGGCCGCTCCAGCACTTCGACTTGGCTATGCC

TGCCTATTTACAAATTGCTGCATACCAGGCTGGGATTGTGCCTGTGAGTTATCAA

AGGGTTTCGTGCATCAAGTCTGGGGGGATTCACTTCACCATCAATGGACATTCAT

ACTTCAACTTGGTTCTCATCACAAACGTAGGCGGATCTGGAGATGTGCAGGCACT

TTCCATCAAGGGTTCCAACACGGGATGGCTACCCATGTCAAGGAACTGGGGTCAG

AACTGGCAAAACAATGCCAACCTTGATGGTCAGAGCTTGTCTTTCATGGTCACCA

CTGGGGATGGTCGAACTTTGACATCCATGGATGTAGCACCTCCATACTGGGGCTT

TGGGCAAACATACACAGGAACCCAGTATTATTGA 

Nucleotide 

>SfEXPA-19 

ATCGTCTGTGTTGTGCTGCTGCGGCTGCTGTTGTTGCCCGCCACCTTTCTGCCTTTC

TCTCAGCTGGAGTGGATCAGTCAGTCTCTTGATCTTTCTTAGGGATTCAGCAGCTT

GCTTGCTGAGGATCGATTCTCGTTGTGAAAATTATCGATCGGACTTCCTGCACTAG

GTTGATCCGGGGTTTGCAGTTTTTGTGGCAGATATATCAGCGTATTACGCAGTAG

CAGCTGCAGCTGGGCAAGCTACAAAGTGTTGTCATCTTTGTAAGTTTTTCTTTGAC

GTCGTTCTTGCTCGCTTTCACTCGACTTGTTTTTCGTCTTCTTCTTCTCTCTTTCTCT



CTTGGGAGGAAGTCTGTTCTCTACGGCTGTTAATTCTAGAGCTTTGCAGAGAGTT

ATTGTCGATGTTTCAGCGATCGAGTAAAACGATATGGAATCGCGGGTGATCGAGA

ATCGAGACTTAAGTAATTACAGCTGTTTGGATTCAGAAAGACATTGCTTAAATTT

TCGTACGTTGAGTCGAAGAATTTAGTCTTGAGATGAGATGCGTATGAGATGGCGG

GAGCAACGTGATTCCATGTTTTCCATTTTGAATCTGAACTCAGGTGCTGGTGATTT

TGTTCTGTGCTTTCTTTTCCTTTTTTCTGTTGCAGCAGACGATGGCGGCCAGTCGAT

ACGCAACGGGCATTTTGGCCGTGACTTTGGTAGCCATTGTGCAGCAGGTGCATGG

CTGGAGCACGGCACATGCGACATTCTACGGAGGCAGCGACGCCGCAGGCACTCA

AGGTCAGACACGATTCTCCTTCTCCTCCTTCTCCCACATTCTCTGCAAGTGACGTC

GAGTAGCGAAGTATCAGCAGTTCAAGAGATCATCAGTGATGTTCTCTCGAGTGCA

ATGCTGTCGTAGAAAGAGCGAACCAGATCACCTGCAATGGAATGCAAAGTTGTA

CACTGCGCGAGGAGAGTTTGAAAATAGGTGCTCATGGCATTTTGATGTGGAGATC

ATGTCTGTGTGCAACAGGCGGTGCGTGTGGGTATGGAAACCTGTACAACTCAGGA

TATGGGACCAAGACGGCGGCACTGAGCACGGCGCTCTTCAACCAAGGACTATCG

TGTGGAGCTTGCTTCGAGGTCATGTGCCAAGGTAGTCAATGGTGCTTGCCGGGTA

GATCCATCACCGTAACAGCCACCAATTTCTGCCCCCCGAATCCCAGTCTCTCCAA

CGACAATGGCGGCTGGTGCAACTGGCCGCTCCAGCACTTCGACTTGGCTATGCCT

GCCTATTTACAAATTGCTGCATACCAGGCTGGGATTGTGCCTGTGAGTTATCAAA

GGTACAGACGTTGTAGATGTCTTGTGGGATCGACTCCTCTAGTCCCATTCAAAGA

AAATCTTGTTGTATGATCTGCTGGATCATGATCTAGCGCAATCCCAGCTTCTTTCT

AGCTGCTCATTATCTCTTCAACACTCCACTCCAGGACATTCTTGAAGCTCTTCTTT

GCAATCGGAATATGGTTTACATTGTTAAGTCTGTACAAAAACACAAGAATCTCAA

TTAGTCCTTAGCTTTCCAGTTTCTAAAAGAACTTGGCAAAAATTCCATTGCTTTGG

TTGATCTGTTGGAAGCAAGACTAAATCTATTGACACAAGGATCAAGTCTGATGGT

GCACTAGAAGAGATGTTCTGCTAAGTCTGTAAAAACACAAGAATCTTAGGGGGCT

TCCCATCAATTTCTCAAAGGTTTTGGCAAACCTTCCAATGCTCCAGCAGTTGATCT

GTTGAAAGCAACAAGTCTAGTGACACAAGGATCTCTGATGGTGCAGAAATAGAG

ATGTTTTGCAAAGTCTAAAAAAACACAAGACTCTCAAGGAGCTTCCCAGGAATCT

TGTGGCTTCCGATGCTCCACTAGTTGATCTGTTGGAAGCTTGAAGTCTAGTGACAC

AACTTGGATCAAGTGTGCTGGTGCACAAGAGATGACAATTTTTGCTTTGGTCATG

CATGGATCTCTTGTATGGATCGACCAAGCTTGTTTTTTTTCTGTTGTCCAGTTTAA

GTGCTTGCAGCTTGATGCTAATTGAGGATGGTTCCTTCCAACACAATACTTTGTTG

TTACAGGGTTTCGTGCATCAAGTCTGGGGGGATTCACTTCACCATCAATGGACAT

TCATACTTCAACTTGGTTCTCATCACAAACGTAGGCGGATCTGGAGATGTGCAGG

CACTTTCCATCAAGGGTTCCAACACGGGATGGCTACCCATGTCAAGGAACTGGGG

TCAGAACTGGCAAAACAATGCCAACCTTGATGGTCAGAGCTTGTCTTTCATGGTC

ACCACTGGGGATGGTCGAACTTTGACATCCATGGATGTAGCACCTCCATACTGGG

GCTTTGGGCAAACATACACAGGAACCCAGTATTATTGAAAACCTATAACCTCTGC

CTGTATGTCATAAATATTTCCAAAAGTTTCGAGACAGTGAAATTAGTTAGTAGTA

GTCTAAGGGCTTTGATCGATTCATTATTCATTCACGCAAGAGTTTCAAATTCCAGC

TTCGTAAACACATGATGCTGTGCGGGTGGAAAATTTTCCACTCCTCTGATTTGACC

CATTTAAAATTTGGAACAGATTTGGGACAGCAACCCATGCCTGTATGTAAAGATT

TAGAGGAGACAGATTCTGAGTCAGCGGAGCTGTGAAGTGTTCTTGCAGTTTGATA

TAAGAGCAGCCAAAGATGCAGCTAGAAAAATTAGGGTTCCAGTATGGTAACAAT

ATGCTGGAAAAGCCATTACCAAGATTGATGGAGGGACGGTGTAAAAAACTGTGT

TTGTGCCAGTTACTTGTGTTATTTCACTGACCTGTGGCTGCTGAGGTATTGGCACA

TGTTCACCCACAGCCAACAAAGTAGACAGACTTCTGGAGCTACTTGATGGGAGCC



TTTCAATTTGATCCAGAAAATTTAAATTGAGTTGTGTGTTTGTTTGGGGATTCCTG

CACTTGTAGTAGGCTAGGCGAGTTTTCATTTTGTCATACCAAAAGACTTTTATGTG

TGTGACTTTGTTAAT 


